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Signal G:333 A:308 T:484 C:478
Lane: 22    Base spacing: 15.07
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740 750 760 770 780 790 800 810 820 830

AT C C CA G G CT T AT T AC CA A A G A G G G G CAA GT GT G ATC CT CT T CT C CTC CC C TC CT GT G AT CC TCC T C AT CT CT T T CC T CAT T T T T CT CAT A GT A GGAT A G G G GC AA

840 850 860 870 880 890 900 910 920 930 94

A CCT T CC T G TT TT C ATT AT CTT CTT AAT C T TT ACC A GG TT G G G G G A GGG AGT AT CT A CC T G C A G CCC T G TAG T G T G T GTC TCATTT C T GC T CTCTCTTT G T A C T

40

T GT AT GCT A


