SUPPLEMENTAL FIGURES

for

Characterization of toxin systems of Paenibacillus strains isolated from honeybees

Anthony Pannullo, Ephantus J. Muturi and Christopher A. Dunlap’”

Crop Bioprotection Research Unit, National Center for Agricultural Utilization Research, Agricultural

Research Service, United States Department of Agriculture, Peoria, IL, USA

*Address correspondence to Christopher A. Dunlap, christopher.dunlap@usda.gov



mailto:christopher.dunlap@usda.gov

Eigenvalue

o]
— OUDGOGGOOOOGGOGO

0.0000 0.0004 0.0008 0.0012

| | | I
5 10 15 20

Principal_Component....seq_along.eigenvalues.

Figure S1: Scree Plot displaying the amount of variance explained by each principal component
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Representative domains

[ Tca TeB_BD - Te toxin camplex TeA, C-tern
PFAM: TeA_TeB_BD - Te toxin complex TeA C-termi

[ neuraminidase-like - Neuraminidase- like
PFAM: Neuraminidase - Neuraminidase-like doma

[ ABC_toxin_ M - ABC toxin, N-terminal dom
PFAM: ABC_taoxin_N - ABC toxin N-terminal regior

COILS: Coil

I3 sal_SpvB - Salmonella virulence plasmid 6
PFAM: SpvB - Salmonella virulence plasmid 65kDa
PRINTS: SALSPVBPROT - Salmonella virulence plas

Representative domains

mlntegrinialphaﬂ - Integrin alpha, N-termi
SSF: Integrin alpha N-terminal domain - Integrin 2

[ TedB_toxin_mid/N - Insecticide toxin TedB
PFAM: TedB toxin_ midN - Insecticide toxin TedB

D] TedB_toxin_mid/C - Insecticide toxin TcdB
PFAM: TcdB_toxin_midC - Insecticide toxin TedB m

MOBIDB LITE: mobidb-lite

@ T655_VgrG/RHS - Type VI secretion systen
PANTHER: PTHR32305

Representative domains

D] Rhs_assc_core - Rhs repeat-associated cor
MCBIFAM: Rhs_asse_core - RHS repeat-assaciated

Unintegrated
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Figure S2: (A) InterProScan Output of Domain Prediction in Putative P. apiarius NRS-1438 TcABC Toxin.
(A) The domains of the predicted TcA protein. (B) The domains of the predicted TcB protein. (C) The domains of

the predicted TcC protein.



