Legends
Supplementary Figure 1. Co-expression analysis of NHP2 with neuroblastoma-regulating genes in single-cell sequencing samples. Scatter plots represent pearson correlation analysis between co-expressed genes.

Supplementary Figure 2. Co-expression analysis of RPL27A with neuroblastoma-regulating genes in single-cell sequencing samples. Scatter plots represent pearson correlation analysis between co-expressed genes.

Supplementary Figure 3. Co-expression analysis of MRPL21 with neuroblastoma-regulating genes in single-cell sequencing samples. Scatter plots represent pearson correlation analysis between co-expressed genes.

Supplementary Figure 4. Co-expression analysis of RPL13 with neuroblastoma-regulating genes in single-cell sequencing samples. Scatter plots represent pearson correlation analysis between co-expressed genes.

Supplementary Figure 5. Co-expression analysis of RPL18A with neuroblastoma-regulating genes in single-cell sequencing samples. Scatter plots represent pearson correlation analysis between co-expressed genes. 

Supplementary Table 1. A total of 136 differentially expressed metabolic reprogramming-related genes were identified.

Supplementary File 1. Primer sequences utilized in the RT-qPCR.

Supplementary File 2. The neuroblastoma cell subcluster was chosen for SCENIC analysis, through which all regulatory units (regulons) in this subpopulation were identified.

Supplementary File 3. Original images of western blot.

Supplementary File 4. The file with analyzed values for Figure 3D.

Supplementary File 5. The file with analyzed values for Figure 3E.

Supplementary File 6. The file with analyzed values for Figure 4A.

Supplementary File 7. The file with analyzed values for Figure 6A.

Supplementary File 8. The file with analyzed values for Figure 6B.

Supplementary File 9. The file with analyzed values for Figure 6C.

Supplementary File 10. The file with analyzed values for Figure 6D.

Supplementary File 11. The file with analyzed values for Figure 6E.

Supplementary File 12. The file with analyzed values for Figure 7A.

Supplementary File 13. The file with analyzed values for Figure 7B.

Supplementary File 14. The file with analyzed values for Figure 7C.

Supplementary File 15. The file with analyzed values for Figure 7D.

Supplementary File 16. The file with analyzed values for Figure 7E.

Supplementary File 17. The file with analyzed values for Figure 8C.




