Table S1. qRT-PCR primer sequences
	Gene
	primer sequences

	LAMB1 (human)
	F  5’-GGCGTCTTCTCCACTCCTCT-3’

	
	R  5’-GCTCTGCACAGGGCTAAGAA-3’

	LAMB1 (rat)
	F  5’-CGTGAAACTGCACACCTTGG-3’

	
	R  5’-GAAGCAGTTCCCTCGAACCA-3’

	β-actin (human)
	F  5’-AATTTGCGTGTGGCTCCCGAGG-3’

	
	R  5’-GGATAGCACAGCCTGGATAGCA-3’

	β-actin (rat)
	F  5′-CCCTAAGGCCAACCGTGAAAAGA-3′

	
	R  5′-CATAGATGGGCACAGTGTGGG-3′


Note: F, forward; R, reverse.


	Table S2. Gene Ontology (GO) enrichment analysis of DEGs

	Ontology
	ID
	Description
	Count
	p.adjust
	geneID

	BP
	GO:0006959
	humoral immune response
	7
	0.007835
	Ighg1/Wfdc18/A2m/Ccl8/Cfd/Cxcl10/Npy

	BP
	GO:0016032
	viral process
	7
	0.007835
	Trim15/Icam1/Cxcr4/Trim12a/Trim30d/Ccl8/Tmprss11a

	BP
	GO:0045776
	negative regulation of blood pressure
	4
	0.007835
	Adipoq/Nppa/Guca2b/Npy

	BP
	GO:0044790
	suppression of viral release by host
	3
	0.007835
	Trim15/Trim12a/Trim30d

	BP
	GO:0019058
	viral life cycle
	6
	0.008711
	Trim15/Icam1/Trim12a/Trim30d/Ccl8/Tmprss11a

	BP
	GO:0044403
	biological process involved in symbiotic interaction
	6
	0.008711
	Icam1/Trim12a/Trim30d/Ccl8/Naip5/Tmprss11a

	CC
	GO:0098862
	cluster of actin-based cell projections
	5
	0.009367
	Myo7a/Abcc2/Nppa/Aqp8/Slc5a8

	CC
	GO:0046581
	intercellular canaliculus
	2
	0.009367
	Stard10/Abcc2

	CC
	GO:1990462
	omegasome
	2
	0.009367
	Trim12a/Trim30d

	CC
	GO:0005903
	brush border
	4
	0.009367
	Abcc2/Nppa/Aqp8/Slc5a8

	CC
	GO:0016324
	apical plasma membrane
	6
	0.009367
	Myo7a/Abcc2/Slc16a2/Igfbp2/Aqp8/Slc5a8

	MF
	GO:0004252
	serine-type endopeptidase activity
	5
	0.010918
	Gzma/Cfd/Prss29/Prss28/Tmprss11a

	MF
	GO:0008236
	serine-type peptidase activity
	5
	0.010918
	Gzma/Cfd/Prss29/Prss28/Tmprss11a

	MF
	GO:0017171
	serine hydrolase activity
	5
	0.010918
	Gzma/Cfd/Prss29/Prss28/Tmprss11a




