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[bookmark: _Hlk190342153][bookmark: _Hlk190342823]Supplementary Figure 1. Mutation and methylation analysis of TMC5 in GC. (A) The mutation types of TMC5 and the distribution among different histological subtypes of GC. (B)The mutation status of genes in the signaling pathway associated with the TMC5 mutation. (C)The association between TMC5 expression levels in GC and 24 m6A-related genes(G1, Low expression; G2, High expression). *p < 0.05; **p < 0.01; ***p < 0.001.
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[bookmark: _Hlk190366886]Supplementary Figure 2. TMC5’s positively and negatively co-expressed genes in GC. The top 10 positively co-expressed (A) and negatively co-expressed (B) genes of TMC5 represented by scatter plots. A p value of less than 0.05 was considered statistically significant. 

Supplementary Table 1. Comparative analysis of TMC5 expression in GC and paracancerous tissues
	Variable
	Tumor(79)
	Paracancerous(79)
	P value

	[bookmark: _Hlk185486529]Lowexpression group, n (%)
	28(35.44)
	60(75.95)
	<0.001

	Highexpression group, n (%)
	51(64.56)
	19(24.05)
	

	[bookmark: OLE_LINK2]H-score, mean (SD)
	[bookmark: _Hlk190342109]3.051(2.54)
	1.228(1.99)
	<0.001
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