
ASV17 Ruminococcus

ASV45 Roseburia ASV69 [Eubacterium] coprostanoligenes group

ASV109 Muribaculaceae

ASV126 Muribaculaceae

ASV142 Clostridia UCG-014

ASV162 Enterorhabdus

ASV223 Dorea

ASV243 Clostridia UCG-014

ASV292 Enterorhabdus

ASV302 Roseburia

ASV326 Gastranaerophilales

ASV371 Fournierella

ASV456 Clostridia UCG-014

ASV501 Streptococcus

ASV523 Lachnoclostridium

ASV665 Anaerofustis

ASV339 RF39

ASV20 Ruminococcus

ASV355 Marvinbryantia

ASV182 Muribaculaceae
ASV484 Lachnoclostridium

ASV226 Desulfovibrionaceae

ASV61 Clostridia UCG-014

ASV58 Muribaculaceae

ASV38 Muribaculaceae

ASV375 Colidextribacter

ASV440 Lachnospiraceae

ASV148 Lachnospiraceae
ASV379 Paludicola

ASV242 Erysipelatoclostridium

ASV170 Oscillospiraceae

ASV104 Prevotellaceae UCG-001

ASV34 Ruminococcus

ASV179 Clostridia UCG-014

ASV44 Roseburia
ASV300 Clostridia UCG-014

ASV265 Clostridia UCG-014

ASV146 Clostridia UCG-014

ASV509 Escherichia-Shigella

ASV225 Clostridia UCG-014
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Significance

Significant effec of Abx in both

Significant effec of Abx in CCl4

Significant effec of Abx in Ctr

Order

Bacteroidales

Christensenellales

Clostridia UCG-014

Coriobacteriales

Desulfovibrionales

Enterobacterales

Erysipelotrichales

Eubacteriales

Gastranaerophilales

Lachnospirales

Lactobacillales

Oscillospirales

RF39

Saccharimonadales

ASV207 Lachnospiraceae NK4A136 group

ASV524 Christensenellaceae R-7 group

ASV160 Lachnospiraceae NK4A136 group


