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Supplement Table 1 Sample collection on each visit 
	Visit
	Pig populations
	Percentage of APPV positive

	1st 
	
	

	15th Nov 2023
	Suckling 
	10.00% (1/10)

	
	Nursery
	70.00% (7/10)

	
	Fattening
	30.00% (9/30)

	
	Gilts and Sow
	0.00% (0/10)

	
	Total of 1st visit
	28.33 % (17/60)

	2nd
	
	

	29th Feb 2024 
	Suckling
	0

	
	Nursery
	25.00% (5/20)

	
	Fattening
	10.00% (3/30)

	
	Gilts and Sow
	20.00% (2/10)

	
	Total of 2ndvisit
	16.67% (10/60)

	3th
	
	

	5th July 2024
	Suckling
	0

	
	Nursery
	0

	
	Fattening
	0

	
	Gilts and Sow
	7.74% (12/155)

	
	Total of 3thvisit
	7.74% (12/155)

	Total
	
	[bookmark: _Hlk205919949]14.18 % (39/275)


Note:
 1. Age groups: Suckling < 4 weeks, Nursery   4-8 weeks, Fattening 9-20 weeks
[bookmark: _Hlk205885265] 2. Each pig was counted as positive for infection if at least one sample—either nasal swab, serum, or bot
[bookmark: _Hlk196219205]Supplement table 2 Percentage of APPV positive by Clinical signs 
	Pig populations
	Percentage of APPV positive

	
	Symptomatic
	Asymptomatic

	Suckling 
	10.00% (1/10)
	-

	Nursery
	30.00% (12/30)
	-

	Fattening
	20.00% (12/60)
	-

	Gilts and Sow
	-
	8.00% (14/175)

	Total 
	25.00 % (25/100)
	8.00% (14/175)


Note A comparison of APPV positivity from pig with clinical sign and without clinical sign, the chi-square statistic is 10.9682. The p-value is 0.000927. Significant at p <0.05.

[bookmark: _Hlk196219252]Supplement table 3 Percentage of APPV positive by Age groups
	Pig populations
	Percentage of APPV positive

	Suckling 
	10.00% (1/10)

	Nursery
	[bookmark: _Hlk205919997]40.00% (12/30)

	Fattening
	20.00% (12/60)

	Gilts and Sow
	8.00% (14/175)

	Total 
	14.18 % (39/275)


Note 
1. Age groups: Suckling < 4 weeks, Nursery 4-8 weeks, Fattening 9-20 weeks
2. A comparison of APPV positivity from age of pigs between nursery other age group; The chi-square statistic is 14.1363. The p-value is .00017. Significant at p < 0.05.


Supplement table 4 Percentage of APPV positive by sample types
	APPV positivity by sample type
	Clinical signs

	
	Symptomatic (n=100)
	Asymptomatic (n=175)

	Both positive nasal and serum 1
(n=120)
	12% (12/100)
	0.00 (0/20)

	Only Nasal 2
(n=120)
	6.00% (6/100)
	0.00 (0/20)

	Only Serum3
(n=275)
	7.00% (7/100)
	[bookmark: _Hlk205938003]8.00% (14/175)

	Total 
	25.00 % (25/100)
	8.00% (14/175)


Note 
1. Samples were collected from 120 pigs, each providing both nasal swabs and serum.
2. Number of nasal swab samples were collected from 120 pigs.
3. Number of serum samples were collected from 275 pigs.
4. A comparison of APPV positivity from Both positive nasal and serum and only nasal, the chi-square statistic is 2.1978. The p-value is .138208. Not significant at p <0.05.
5. A comparison of APPV positivity from Both positive nasal and serum and only serum, the chi-square statistic is 1.4539. The p-value is .227901. Not significant at p < .05.
Supplement table 5 Number of samples positive for co-infection with APPV and other swine viruses
	Swine virus
	Number of samples positive for co-infection in pigs with clinical signs

	
	Pigs with clinical symptoms (n=100)
	Pigs with Asymptomatic (n=175)

	PRRS
	4.00
	1.00

	PCV2
	5.00
	2.00

	CSF
	00.00 
	00.00 

	PTV
	00.00 
	00.00 

	SV
	00.00 
	00.00 

	Total 
	[bookmark: _Hlk205884934]9.00% (9/100)
	1.71% (3/175)


Note 
1. PRRSV; porcine reproductive and respiratory syndrome virus, PCV2; porcine circovirus 2, CSF; classical swine fever, PTV; porcine Teschovirus, PSV; porcine sapelovirus 
2. A comparison of APPV co-infection positivity with PRRS and PCV2 between pigs showing clinical signs and those without clinical signs was performed. The chi-square test yielded a statistic of 8.0943 with a p-value of 0.0044, indicating a statistically significant difference at the p < 0.05 level.




[bookmark: _Hlk196219283]Supplement Table 6 Genetic analysis of APPVs and reference strains revealing Clade II specific amino acid position. Dot symbols (.) indicate that the amino acid is the same as in the first sequence.
	Virus
	Country

	Clade
	Npro
	C
	NS2
	NS3
	NS4A
	NS4B
	NS5A

	
	
	
	151
	14
	98
	129
	30
	61
	11
	16
	18
	2
	7
	16
	131
	152
	189
	397
	413
	418
	437
	448

	CU-34003
	Thailand
	
	V
	S
	N
	E
	S
	G
	T
	A
	D
	A
	F
	T
	K
	R
	L
	Y
	N
	D
	T
	G

	CU-34013
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-34056
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35132
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35136
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35166
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35252
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35253
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35271
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Reference
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	GD
	China
	I
	.
	N
	.
	.
	.
	D
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	HN2018
	China
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GX01-2019
	China
	I
	I
	N
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	KU16-2
	South Korea
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	NL7/2013
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	NL7/2015
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	NL7/2016
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	NL7/2017
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	FoPro213.20
	Netherlands
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	Bavaria S5
	Germany
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	AUT-2016 C
	Austria
	I
	.
	N
	.
	G
	.
	.
	.
	V
	.
	S
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	ISDVDL
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	Minnesota-1
	USA
	I
	A
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	047310
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	8247
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	2086
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	SK68-11
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	170575-1
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	180416
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	S13-0310
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	170711-1
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	5620
	Switzerland
	I
	.
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	NL1
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	L
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GER 01
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	Ger-NRW CT
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	Ger-NRW 
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	UNL.082017
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	023005
	USA
	I
	A
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GZ01/2016
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GX01/2018
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	CNGL/2017
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GX-GL1/2017
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GX-GL67
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	SWU-YB
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	CH-HB2020
	China
	I
	L
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	CH-HB2021
	China
	I
	L
	.
	.
	.
	.
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	GX-WZ
	China
	I
	L
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	AH06
	China
	I
	A
	G
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	AH22
	China
	I
	A
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	SWU-ZH
	China
	I
	.
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	N
	.
	.

	GX02
	China
	I
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	.

	HBtl1701
	China
	I
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	E

	HeNLY
	China
	I
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	E

	GX04
	China
	I
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	E

	KU16-6
	South Korea
	I
	.
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	.
	.
	E

	000515
	USA
	I
	T
	.
	.
	.
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	E
	G
	.
	.

	GD1
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD2
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-SHM
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	D-YJHSEY2N
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	YJHSEY3N
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD3/2016
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-HG/2016
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD2017/2017
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	BH02/2018
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-GL/2016
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-SHT
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-ST
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-HE
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GX02
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	SWU-DY
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	SWU-MY
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	CNYJ
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-ZK
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	JX-YC
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	GD-SD
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	VIRES NM01 
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	APPV-SDHY
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	HLJ491
	China
	II
	E
	K
	S
	A
	T
	N
	I
	T
	G
	T
	H
	A
	Q
	M
	I
	F
	D
	S
	A
	D

	Annaka
	Japan
	III
	I
	.
	.
	V
	.
	S
	N
	.
	.
	.
	L
	.
	.
	.
	.
	.
	S
	N
	.
	E

	OKN
	Japan
	III
	I
	.
	.
	V
	.
	S
	N
	.
	.
	.
	L
	.
	.
	.
	.
	.
	S
	N
	.
	E

	GD-MH01
	China
	III
	I
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-CT4
	China
	III
	I
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	AH-GL-2017
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GL-2018.01
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	AH-SG-2018.0
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-HJ-2017
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-LN-2017
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-ZW-2017
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-LDCT1
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-DH01
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.

	GD-BZ01
	China
	III
	T
	.
	.
	V
	.
	S
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	S
	.
	.
	.


[bookmark: _Hlk196219321]Supplement Table 7 Genetic analysis of APPVs and reference strains revealing Clade III specific amino acid position. Dot symbols (.) indicate that the amino acid is the same as in the first sequence.
	Virus
	Year
	Country
	Clade
	Npro
	C
	Enrs
	
	E1
	E2
	P7
	NS2
	NS4B

	
	
	
	
	103
	133
	153
	169
	8
	98
	149
	202
	136
	179
	96
	28
	137
	139
	223
	268
	7
	19
	22
	25

	CU-34003
	2018
	Thailand
	
	R
	R
	D
	N
	E
	I
	D
	E
	Q
	I
	Y
	M
	V
	A
	L
	E
	Q
	F
	G
	E

	CU-34013
	2023
	Thailand
	
	.
	G
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-34056
	2023
	Thailand
	
	.
	G
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35132
	2024
	Thailand
	
	.
	G
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35136
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35166
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35252
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35253
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35271
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Reference
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	GD
	2016
	China
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	HN2018
	2018
	China
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX01-2019
	2019
	China
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	KU16-2
	2016
	South Korea
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	NL7/2013
	2013
	Netherlands
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	NL7/2015
	2015
	Netherlands
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	NL7/2016
	2016
	Netherlands
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	NL7/2017
	2017
	Netherlands
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	FoPro213.20
	2018
	Netherlands
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Bavaria S5
	2015
	Germany
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	AUT-2016 C
	2016
	Austria
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	ISDVDL
	2014
	USA
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Minnesota-1
	2016
	USA
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	047310
	2017
	USA
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	8247
	2006
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	2086
	2006
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	SK68-11
	2011
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	170575-1
	2017
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	180416
	2018
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	S13-0310
	2013
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	170711-1
	2017
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	5620
	2015
	Switzerland
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	G
	.
	.
	.
	.

	NL1
	2012
	Netherlands
	I
	.
	E
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GER 01
	2016
	Germany
	I
	.
	K
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Ger-NRW CT
	2015
	Germany
	I
	.
	K
	E
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Ger-NRW
	2016
	Germany
	I
	.
	K
	E
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	UNL.082017
	2017
	USA
	I
	.
	K
	E
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	023005
	2016
	USA
	I
	.
	K
	K
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GZ01/2016
	2016
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX01/2018
	2018
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CNGL/2017
	2017
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX-GL1/2017
	2017
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX-GL67
	2017
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	SWU-YB
	2018
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CH-HB2020
	2020
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CH-HB2021
	2021
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX-WZ
	2017
	China
	I
	.
	M
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	AH06
	2021
	China
	I
	.
	T
	.
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	AH22
	2021
	China
	I
	.
	T
	.
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	SWU-ZH
	2017
	China
	I
	.
	K
	N
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX02
	2018
	China
	I
	.
	K
	.
	.
	.
	V
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	HBtl1701
	2017
	China
	I
	.
	K
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	HeNLY
	2017
	China
	I
	.
	K
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX04
	2017
	China
	I
	.
	K
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	KU16-6
	2016
	South Korea
	I
	.
	K
	.
	S
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	000515
	2014
	USA
	I
	.
	K
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD1
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD2
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-SHM
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	D-YJHSEY2N
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	YJHSEY3N
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD3/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-HG/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD2017/2017
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	BH02/2018
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-GL/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-SHT
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-ST
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-HE
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GX02
	2019
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	SWU-DY
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	SWU-MY
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CNYJ
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-ZK
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	JX-YC
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	GD-SD
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	VIRES NM01
	2017
	China
	II
	.
	.
	E
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	APPV-SDHY
	2022
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	HLJ491
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Annaka
	2020
	Japan
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	OKN
	2021
	Japan
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-MH01
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-CT4
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	AH-GL-2017
	2017
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GL-2018.01
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	AH-SG-2018.0
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-HJ-2017
	2017
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-LN-2017
	2017
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-ZW-2017
	2017
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-LDCT1
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-DH01
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q

	GD-BZ01
	2018
	China
	III
	K
	Q
	G
	R
	D
	L
	E
	D
	H
	V
	F
	I
	I
	T
	M
	V
	R
	L
	E
	Q





Supplement Table 7 Genetic analysis of APPVs and reference strains revealing Clade III specific amino acid position (con.)
	Virus
	Year
	Country
	Clade
	NS5A
	NS5B

	
	
	
	
	20
	107
	191
	305
	352
	353
	399
	413
	429
	449
	38
	176
	279

	CU-34003
	2018
	Thailand
	
	I
	G
	G
	R
	D
	G
	R
	N
	E
	V
	Y
	I
	E

	CU-34013
	2023
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-34056
	2023
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35132
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35136
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35166
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35252
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35253
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	CU-35271
	2024
	Thailand
	
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.
	.

	Reference
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	GD
	2016
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	HN2018
	2018
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	GX01-2019
	2019
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	KU16-2
	2016
	South Korea
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	NL7/2013
	2013
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	NL7/2015
	2015
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	NL7/2016
	2016
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	NL7/2017
	2017
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	FoPro213.20
	2018
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	Bavaria S5
	2015
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	AUT-2016 C
	2016
	Austria
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	ISDVDL
	2014
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	Minnesota-1
	2016
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	047310
	2017
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	8247
	2006
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	2086
	2006
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	SK68-11
	2011
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	170575-1
	2017
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	180416
	2018
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	S13-0310
	2013
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	170711-1
	2017
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	5620
	2015
	Switzerland
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	NL1
	2012
	Netherlands
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	G
	.
	.
	.

	GER 01
	2016
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	Ger-NRW CT-59
	2015
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	Ger-NRW L277
	2016
	Germany
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	UNL.082017
	2017
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	023005
	2016
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	GZ01/2016
	2016
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	GX01/2018
	2018
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	CNGL/2017
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	GX-GL1/2017
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	GX-GL67
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	SWU-YB
	2018
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	CH-HB2020
	2020
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	CH-HB2021
	2021
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	GX-WZ
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	K
	A
	.
	.
	.

	AH06
	2021
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	A
	.
	.
	.

	AH22
	2021
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	A
	.
	.
	.

	SWU-ZH
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	GX02
	2018
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	HBtl1701
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	HeNLY
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	GX04
	2017
	China
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	KU16-6
	2016
	South Korea
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	D
	.
	.
	.

	000515
	2014
	USA
	I
	.
	.
	.
	.
	.
	.
	.
	E
	.
	G
	.
	.
	.

	GD1
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD2
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-SHM
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	D-YJHSEY2N
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-YJHSEY3N
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD3/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-HG/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	CH-GD2017/2017
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-BH02/2018
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-GL/2016
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-SHT
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-ST
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-HE
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GX02
	2019
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	D
	.
	.
	.

	SWU-DY
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	SWU-MY
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	CNYJ
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-ZK
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	JX-YC
	2018
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	GD-SD
	2016
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	VIRES NM01 C1
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	APPV-SDHY
	2022
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	HLJ491
	2017
	China
	II
	.
	.
	.
	.
	.
	.
	.
	D
	.
	N
	.
	.
	.

	Annaka
	2020
	Japan
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	OKN
	2021
	Japan
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-MH01
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-CT4
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	AH-GL-2017.04
	2017
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GL-2018.01
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	AH-SG-2018.0
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-HJ-2017.04
	2017
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-LN-2017.04
	2017
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-ZW-2017.10
	2017
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-LDCT1
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-DH01
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K

	GD-BZ01
	2018
	China
	III
	L
	D
	N
	K
	G
	E
	K
	S
	D
	S
	F
	V
	K





[bookmark: _Hlk196219334]Supplement table 8  B-cell epitopes predictions of Thai APPVs
Supplement table 8.1) Type I.  B-cell epitopes predictions of Thai APPV strain CU-34003
CU-34013 CU-34056 
	Position
	Peptide
	Length

	5-9
	RQDYY
	5

	18-28
	MTGIEKRSIMG
	11

	35-111
	REGREPRLMEQINMVSNDSLSETYCYNRLNTSSWGRQPVRQRGCGQTVPYWPG
DNVLEEQYYSTGYWVNTTGGCQLR
	77

	139-162
	EENDTMEIPCDPVETESMGPVAQG
	24

	169-205
	AVAPRGWYYNKKDGYWLQYIKKNDYQYWTKMPAASSA
	37

	
	
	


Supplement table 8.2) Type II.  B-cell epitopes predictions of Thai APPV strain CU-35132, CU-35136,  CU-35166, CU-35252, CU-35253, CU-35271
	Position
	Peptide
	Length

	5-8
	RQDY
	4

	16-27
	EEKTGIEKRSII
	12

	34-111
	TREGREPRLMEQVNMVSNDSLSETYCYNRLNTSSWGRRPVRQRGCGQTVSY
WPGDNVLEEQYYSTGYWVNTTGGCQLR
	78

	139-163
	EENDTMEIPCDPIETESMGPVAQGT
	25

	167-205
	SWAVAPRGWYYNRKDGYWLQYIKKNDYQYWTKMPTASSA
	39

	
	
	









[bookmark: _Hlk196219358][bookmark: _Hlk196219352]Supplement table 9 Detail of primer in this study 
	[bookmark: _Hlk187176001]Forward
	Sequence (5-3)
	Reward
	Sequence (5-3)
	Position
	Product size
(bp)
	Reference

	Porcine reproductive and Respiratory Syndrome Virus (PRRSV)

	F-P1
	CCAGCCAGTCAATCARCTGTG
	R-P2
	GCGAATCAGGCGCACWGTATG
	
	291
	(Donadeu et al., 1999)

	Porcine circovirus type 2 (PCV2)

	PCV2-A
	CACCTTCGGATATACTGTCAA
	PCV2-B
	TACATGGTTACACGGATATTGTA
	
	501
	(Grierson et al., 2004)

	Classical swine fever virus (CSFV)
	
	
	
	
	

	CSFV-F
	TGCGGGGATGATGGTTTC
	CSFV-R
	ACCCCGAGTGTGGACATA
	
	530
	(Liu et al., 2021)

	Porcine Teschovirus (PTV)

	PTVF
	TGTTGTGTTTAAACACAGAAAT
	PTVR
	TTCAACTGACTATACAAAGTAC
	
	306
	(Yang et al., 2018)

	Porcine Sapelovirus (PSV) 

	PSVF
	GATGTGGCGCATGCTCTT
	PSVR
	TGCTGCCTCCTGTGTTGTTAT
	
	624
	(Li et al., 2021)

	
	
	
	
	
	
	

	APPV for detection 
	
	
	
	
	

	APPV_NS5B-F
	CCTGGGACACTCAAGTAACGA
	APPV_NS5B-R
	ATGCAGCTAACAAAGGGACAC
	NS5B
	528
	(Yuan et al., 2017)

	APPV_CT-59_5587-fw
	CAGAGGAAAGGTCGAGTAGG
	APPV_CT-59_5703-rev
	ACCATACTCTTGAGCCTGCAG
	NS3
	117
	(Postel et al., 2016)

	
APPV for sequencing
	
	
	
	
	

	APPV-1F
	AGGGGTTAACCAGGCCTCT
	APPV-1R
	GGTGTAGGGCAGTAAGTTG
	96-585
	489
	

	APPV-2F
	TTGAATCCTTATGGAACTTACCTC
	APPV-2R
	GGAAAGGATGTCCTTCCTTAC
	525-1660
	1135
	

	APPV-3F
	CAAGCCCTAGAACAAATTACAC
	APPV-3R
	ATCCAAATCTGTGTRGGCCAC
	1432-2294
	1138
	

	APPV-4F
	TAATCTCCCCGACGATGATATA
	APPV-4R
	GTCCACTTCCARTTGTCCCA
	1989-3503
	1514
	

	APPV-5F
	CAGTACTGGACRAAAATGCC
	APPV-5R
	CCAGGRCCTARWATTTCCCACCC
	3080-4343
	1263
	

	APPV-6F
	ATATAYGCWAAGAAGAATGACTC
	APPV-6R
	TGAGCGRAACTCCCCCCTCCGCA
	4271-5004
	1037
	

	APPV-7F
	CCTGGTGGAGGAACTTATCGAC
	APPV-7R
	GTTCCGGGGTTGCTGTATGGT
	4901-5308
	407
	

	APPV-8F
	TGGTCYGGAYTACCAATAA
	APPV-8R
	TARAGACCCCARTCCTCATTCA
	4838-6031
	1193
	

	APPV-9F
	GATGTAGTTATAGATACCATGCA
	APPV-9R
	GGCTTRTTGACTATATARTATACT
	5750-6940
	1790
	

	APPV-10F
	GAGGTYGCCACTGCAGTGATAAT
	APPV-10R
	TCRGACTGCCAGGTTTCACA
	6860-7739
	879
	

	APPV-11F
	GGGTACATAGACCTTAGTGC
	APPV-11R
	CAGTGCAATCACACAGGACCG
	7624-8380
	756
	

	APPV-12F
	CCAAGYCAAGTSGCCATAGG
	APPV-12R
	GCTTAAACTTGGAACCAGAGGTG
	8120-9624
	1504
	

	APPV-13F
	CTTAAATTAAATGACTGGAT
	APPV-13R
	ACAGGCACTTCCTCCATCAT
	9044-10026
	982
	

	APPV-14F
	CCTGTAGTAATTCCTGGTTATG
	APPV-14R
	CTATTCCGTCAAAGCTGCTGG
	10050-10585
	535
	

	APPV-15F
	CCACGTCTGTGGTGACGACGG
	APPV-15R
	AAGATATCATCTTCTACAGTTGC
	10451-11194
	743
	

	APPV-16F
	GAAACCCCATGCTCCGATGAGG
	APPV-16R
	TATACAGGTCGTCACCAC
	10866-11548
	682
	


Note: we evaluated primer sets for APPV detection. Although the NS3 gene is more conserved than NS5B. In the preliminary study, we performed in silico alignments using the nucleotide sequence available in GenBank. We found that the primers targeting the NS3 region, and the NS5B have no significant difference in screening results for Thai APPV.
	
Table 10 Whole-genome sequencing details of Thai APPVs using Oxford Nanopore Technology with reads mapped to the reference strain KY624591
	Sample ID
	Location
	Date
	Age
	Sample type
	Accession number
	Mapped reads to reference virus
	Mean coverage

	CU-34003
	Thailand
	2023
	8 weeks
	Nasal swab
	PV523847
	1,011
	57.75

	CU-34013
	Thailand
	2023
	12 weeks
	Nasal swab
	PV523848
	1,999
	103.32

	CU-34056
	Thailand
	2023
	4 weeks
	Nasal swab
	PV523849
	1,181
	57.49

	CU-35132
	Thailand
	2024
	8 weeks
	Nasal swab
	PV523850
	1,643
	62.88

	CU-35136
	Thailand
	2024
	8 weeks
	Nasal swab
	PV523851
	3,165
	121.14

	CU-35166
	Thailand
	2024
	20 weeks
	Nasal swab
	PV523852
	4,194
	196.19

	CU-35252
	Thailand
	2024
	Sow
	Serum
	PV523853
	7,502
	305.12

	CU-35253
	Thailand
	2024
	Sow
	Serum
	PV523854
	15,142
	636.18

	CU-35271
	Thailand
	2024
	Sow
	Serum
	PV523855
	13,549
	438.32
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