
Figure S1. Immunohistochemistry shows the expression of the C1QA gene in cancer tissues and adjacent tissues(Magnification: 10×20).

Figure S2. THP-1 cells polarized into M2 type macrophages
(A) Flow chart of macrophage induction. (B) Expression of the macrophage marker CD11b. (C-E) Expression of M2-type macrophage markers (CD163, CD206, ARG1 and IL10) and M1-type macrophage markers (TNF-α and iNOS) was determined by PCR (C) and flow cytometry (D-E). ns, p≥0.05; ***p<0.05; ****p<0.01.

Figure S3. APOC1 is highly expressed in macrophages.
(A) The UMAP plot shows the expression levels of different APOC1 genes. (B) The heatmap displays the temporal trajectory of APOC1 genes in macrophages.

Supplementary table 1. Cross-analysis was conducted to determine overlapping genes between DEGs and IMMU genes.

Supplementary table 2. To identify highly expressed immune-related genes in renal cancer, we intersected IMDGs with those differentially expressed in the renal cancer datasets (GSE105261 and GSE168845).

