Supplementary Figures
Figure S1 PCA analysis. (A) Distribution of 6 groups of data before PCA analysis. (B)

Fusion of 6 groups of data after PCA analysis.
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Figure S2 Gene screening of LASSO, SVM and RF analysis. (A-B) Gene screening of

LASSO analysis; (C-D) Gene screening of SVM analysis; (E-F) Gene screening of RF

analysis.
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Figure S3 Validation of diagnostic model after removing MIF. (A) ROC curve of
ExoNSCLC-DEGs in the experimental group after removing MIF; (B) ROC curve of
diagnostic model in the experimental group after removing MIF; (C) ROC curve of
ExoNSCLC-DEGs in the validation group after removing MIF; (D) ROC curve of

diagnostic model in the validation group after removing MIF.
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Figure S4 Molecular docking analysis of drugs and core ExoNSCLC-DEGs genes. A-
B) Schematic diagram of docking structure between drug Sunitinib and core gene
LRRK?2 and docking score results; (C-D) Schematic diagram of docking structure
between drug Capsaicin and core gene S100A4 and docking score results; (E-F)
Schematic diagram of docking structure between drug Folic acid and core gene S100A4
and docking score results; (G-H) Schematic diagram of docking structure between drug

N-nitrosodiethylamine and core gene SI00A4 and docking score results.
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Figure S5 RBP and TF regulatory network of ExoNSCLC-DEGs. (A) Regulatory

network diagram of ExoNSCLC-DEGs and RBP; (B) Regulatory network diagram of

ExoNSCLC-DEGs and TF.
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Figure S6 Biological validation of ExoNSCLC-DEGs. (A) Protein expression of some
ExoNSCLC-DEGs in HPA; (B) Comprehensive expression of ExoNSCLC-DEGs in

cell line experiments.
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