Table S4. Improvements of chloroplast genome sequences of S. cereale (NC_021761) and S. strictum (KY636137 and KY636138) performed during the realization of current study.

	Gene
	Accession number
	Localization within the genome
	Improvement details

	petB
	KY636137
	join (71876..71881, 72572..73270)
	length of the second exon was changed

	petB
	KY636138
	join (71764..71769, 72460..73158
	length of the second exon was changed

	rpl16
	KY636137
	78278..78712
	now sequence consists of one exon

	rpl16
	KY636138
	78170..78604
	now sequence consists of one exon

	rps16
	KY636137
	join (4522..4736, 5528..5572)
	both exons length was improved

	rps16
	KY636138
	join (4518..4730, 5519..5563)
	both exons length was improved

	rps12
	NC_021761
	join (67 633..67 758, 89 769..90 034, 89 207.. 89 237)
	third exon, previously not annotated, was added

	rps12
	KY636137
	join (68 023..68 148,
90 439..90 6704, 89 877..89 907)
	third exon, previously not annotated, was added, length of the second exon was changed

	rps12
	KY636138
	join (67 893..68 018, 90 342..90 607, 89 780..89 810)
	third exon, previously not annotated, was added, length of the second exon was changed

	rpl20
	NC_021761
	66 590..66 949
	previously not annotated

	ycf2
	KY636137
	84 090..84 659
	complete sequence of that gene was found and annotated, previously present as a partial (pseudogene) sequence

	ycf2
	KY636138
	83 993..84 562
	complete sequence of that gene was found and annotated, previously present as a partial (pseudogene) sequence

	ycf15
	KY636137
	85 107..85 505
	complete sequence of that gene was found and annotated, previously not present among annotated genes

	ycf15
	KY636138
	85 010..85 408
	complete sequence of that gene was found and annotated, previously not present among annotated genes

	ycf68
	KY636137
	94 654..95 088
	complete sequence of that gene was found and annotated, previously not present among annotated genes

	ycf68
	KY636138
	94 560..94 994
	complete sequence of that gene was found and annotated, previously not present among annotated genes



