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	Factor
	SD
	SD%
	h2
	SG
	SG%
	Objective
	Goal

	Control (FC 100%)

	SFW
	FA1
	5.100 
	16.224 
	0.988 
	5.039 
	16.031 
	increase
	100

	RL
	FA1
	3.194 
	18.872 
	0.973 
	3.107 
	18.354 
	increase
	100

	Pn
	FA1
	2.466 
	14.392 
	0.963 
	2.374 
	13.853 
	increase
	100

	E
	FA1
	1.378 
	13.524 
	0.960 
	1.323 
	12.985 
	increase
	100

	gs
	FA1
	0.114 
	13.761 
	0.957 
	0.109 
	13.168 
	increase
	100

	Chl.a
	FA1
	0.050 
	7.717 
	0.974 
	0.049 
	7.516 
	increase
	100

	Chl.b
	FA1
	0.045 
	8.528 
	0.960 
	0.043 
	8.187 
	increase
	100

	T.chl
	FA1
	0.059 
	4.975 
	0.936 
	0.055 
	4.658 
	increase
	100

	TSP
	FA1
	0.964 
	7.378 
	0.972 
	0.937 
	7.171 
	increase
	100

	TSS
	FA1
	0.781 
	13.110 
	0.989 
	0.772 
	12.961 
	increase
	100

	TFA
	FA1
	1.071 
	10.880 
	0.998 
	1.069 
	10.856 
	increase
	100

	SOD
	FA1
	22.851 
	11.821 
	0.987 
	22.545 
	11.663 
	increase
	100

	POD
	FA1
	27.621 
	8.719 
	0.995 
	27.482 
	8.675 
	increase
	100

	CAT
	FA1
	25.968 
	8.496 
	0.989 
	25.679 
	8.402 
	increase
	100

	APX
	FA1
	13.794 
	7.759 
	0.980 
	13.515 
	7.602 
	increase
	100

	Pro
	FA1
	15.863 
	6.994 
	0.995 
	15.778 
	6.956 
	increase
	100

	H₂O₂
	FA1
	0.218 
	8.832 
	0.975 
	0.213 
	8.615 
	increase
	100

	MDA
	FA1
	0.081 
	11.644 
	0.979 
	0.079 
	11.399 
	increase
	100

	FR
	FA2
	3.643 
	43.293 
	0.957 
	3.486 
	41.426 
	increase
	100

	NBP
	FA2
	3.144 
	33.947 
	0.961 
	3.020 
	32.608 
	increase
	100

	RWC
	FA2
	15.788 
	24.847 
	0.980 
	15.477 
	24.359 
	increase
	100

	ELWL
	FA2
	-0.364 
	-67.690 
	0.959 
	-0.349 
	-64.886 
	increase
	0

	SL
	FA3
	4.479 
	9.751 
	0.930 
	4.164 
	9.064 
	increase
	100

	RFW
	FA3
	2.252 
	18.512 
	0.974 
	2.193 
	18.025 
	increase
	100

	SDW
	FA3
	0.314 
	1.820 
	0.967 
	0.303 
	1.760 
	increase
	100

	RDW
	FA3
	0.226 
	6.871 
	0.957 
	0.216 
	6.575 
	increase
	100

	Mderate drough stress (FC 60%)

	Pn
	FA1
	3.295 
	27.649 
	0.990 
	3.263 
	27.378 
	increase
	100

	E
	FA1
	2.009 
	28.537 
	0.987 
	1.983 
	28.169 
	increase
	100

	gs
	FA1
	0.158 
	27.539 
	0.986 
	0.156 
	27.153 
	increase
	100

	Chl.a
	FA1
	0.127 
	27.468 
	0.981 
	0.124 
	26.953 
	increase
	100

	Chl.b
	FA1
	0.091 
	26.864 
	0.978 
	0.089 
	26.286 
	increase
	100

	T.chl
	FA1
	0.220 
	27.396 
	0.987 
	0.217 
	27.031 
	increase
	100

	TSP
	FA1
	0.718 
	7.364 
	0.980 
	0.704 
	7.214 
	increase
	100

	TSS
	FA1
	1.442 
	13.343 
	0.996 
	1.436 
	13.287 
	increase
	100

	TFA
	FA1
	1.872 
	12.186 
	0.999 
	1.870 
	12.171 
	increase
	100

	SOD
	FA1
	21.443 
	6.728 
	0.991 
	21.247 
	6.667 
	increase
	100

	POD
	FA1
	18.925 
	3.850 
	0.995 
	18.821 
	3.829 
	increase
	100

	CAT
	FA1
	32.356 
	6.664 
	0.993 
	32.123 
	6.616 
	increase
	100

	APX
	FA1
	23.197 
	8.317 
	0.982 
	22.781 
	8.168 
	increase
	100

	Pro
	FA1
	10.853 
	3.455 
	0.987 
	10.711 
	3.410 
	increase
	100

	H₂O₂
	FA1
	0.249 
	6.073 
	0.986 
	0.246 
	5.987 
	increase
	100

	MDA
	FA1
	0.082 
	7.746 
	0.974 
	0.080 
	7.547 
	increase
	100

	SL
	FA2
	8.771 
	29.764 
	0.975 
	8.548 
	29.007 
	increase
	100

	SFW
	FA2
	8.355 
	41.537 
	0.990 
	8.274 
	41.138 
	increase
	100

	RL
	FA2
	3.741 
	30.392 
	0.982 
	3.674 
	29.848 
	increase
	100

	RFW
	FA2
	3.287 
	39.213 
	0.985 
	3.238 
	38.623 
	increase
	100

	FR
	FA2
	3.664 
	54.152 
	0.950 
	3.481 
	51.449 
	increase
	100

	NBP
	FA2
	2.999 
	41.996 
	0.940 
	2.818 
	39.463 
	increase
	100

	RWC
	FA2
	15.784 
	29.721 
	0.977 
	15.427 
	29.048 
	increase
	100

	ELWL
	FA2
	-0.441 
	-63.217 
	0.971 
	-0.428 
	-61.356 
	increase
	0

	SDW
	FA3
	1.171 
	9.544 
	0.970 
	1.136 
	9.253 
	increase
	100

	RDW
	FA3
	0.288 
	11.218 
	0.984 
	0.283 
	11.037 
	increase
	100

	Severe drough stress (FC 40%)

	C.hlb
	FA1
	0.075 
	37.124 
	0.979 
	0.073 
	36.344 
	increase
	100

	T.chl
	FA1
	0.192 
	38.242 
	0.938 
	0.181 
	35.879 
	increase
	100

	TSP
	FA1
	-0.186 
	-5.057 
	0.968 
	-0.180 
	-4.896 
	increase
	0

	TSS
	FA1
	1.011 
	5.637 
	0.998 
	1.010 
	5.629 
	increase
	100

	TFA
	FA1
	1.024 
	4.773 
	0.998 
	1.022 
	4.764 
	increase
	100

	SOD
	FA1
	16.367 
	3.689 
	0.995 
	16.278 
	3.669 
	increase
	100

	POD
	FA1
	32.469 
	5.347 
	0.998 
	32.403 
	5.336 
	increase
	100

	CAT
	FA1
	17.218 
	2.831 
	0.990 
	17.042 
	2.802 
	increase
	100

	APX
	FA1
	16.824 
	4.369 
	0.991 
	16.673 
	4.330 
	increase
	100

	Pro
	FA1
	4.058 
	1.134 
	0.989 
	4.013 
	1.121 
	increase
	100

	H₂O₂
	FA1
	0.105 
	2.176 
	0.994 
	0.104 
	2.162 
	increase
	100

	MDA
	FA1
	0.086 
	6.699 
	0.987 
	0.085 
	6.610 
	increase
	100

	SL
	FA2
	7.725 
	42.406 
	0.984 
	7.604 
	41.738 
	increase
	100

	SFW
	FA2
	6.537 
	50.265 
	0.990 
	6.474 
	49.783 
	increase
	100

	RL
	FA2
	3.937 
	48.165 
	0.988 
	3.891 
	47.608 
	increase
	100

	RFW
	FA2
	2.303 
	44.425 
	0.985 
	2.269 
	43.763 
	increase
	100

	SDW
	FA2
	3.079 
	42.357 
	0.990 
	3.047 
	41.916 
	increase
	100

	RDW
	FA2
	0.502 
	31.576 
	0.960 
	0.482 
	30.323 
	increase
	100

	FR
	FA2
	3.608 
	68.898 
	0.938 
	3.385 
	64.629 
	increase
	100

	NBP
	FA2
	3.097 
	61.036 
	0.934 
	2.893 
	57.012 
	increase
	100

	Pn
	FA2
	3.042 
	43.803 
	0.997 
	3.033 
	43.671 
	increase
	100

	E
	FA2
	2.439 
	58.157 
	0.992 
	2.419 
	57.684 
	increase
	100

	gs
	FA2
	0.165 
	48.190 
	0.995 
	0.165 
	47.946 
	increase
	100

	Chl.a
	FA2
	0.143 
	46.181 
	0.942 
	0.135 
	43.485 
	increase
	100

	RWC
	FA2
	16.406 
	37.902 
	0.979 
	16.055 
	37.090 
	increase
	100

	ELWL
	FA2
	-0.453 
	-52.673 
	0.981 
	-0.444 
	-51.666 
	increase
	0


Abbreviations used are standard deviation (SD), heritability (h²), selection gain (SG), and their respective percentages (SD%, SG%) for various physiological, and biochemical attributes in forty diverse cottn genotypes under normal (FC 100%), moderate drought stress (FC 60%), and severe drought stress (F 40%) conditions.The studied traits included chlorophyll a (Chl.a), chlorophyll b (Chl.b), total chlorophyll (T.Chl), total soluble proteins (TSP), total soluble sugars (TSS), total free amino acids (TFA), superoxide dismutase (SOD), peroxidase (POD), catalase (CAT), ascorbate peroxidase (APX), proline content (Pro), hydrogen peroxide (H₂O₂), malondialdehyde (MDA), shoot length (SL), shoot fresh weight (SFW), root length (RL), root fresh weight (RFW), shoot dry weight (SDW), root dry weight (RDW), flower retention (FR), number of bolls per plant (NBP), net photosynthetic rate (Pn), transpiration rate (E), stomatal conductance (gs), relative water content (RWC), and excised leaf water loss (ELWL).
