Table S1: Details of primers used for the quantitative real time PCR (qPCR).
	Gene
	Primer sequences
	Accession number

	ß-actin
	F 5’- TGTTACCCACACTGTGCCCATCTA-3’
R 5’- TTCATGAGGTAGTCCGTCAGGTCA -3’
	MF033192

	tnfα
	F 5’- AGGACAGGGAACACCTTTG -3’
R 5’- GCTGGACACTCTCATGTAGG -3’
	MW579536

	tnfr1
	F 5’- TTGCTTCTCAACCACCATACA-3’
R 5’- GTCCACACACCACTTCCTTTA -3’
	MG993124

	il-1β
	F 5’- AGTGCATCAAGGGCAGTTATAC-3’
R 5’- GTGACTCCAGTACGAAGCATTT -3’
	MG797479

	bdnf
	F 5’- ACTGACATCGTTGGCAGATAC-3’
R 5’- GCATCCTTGTTTCCCTCACT -3’
	KY992518

	dcx
	F 5’-GCTCGTCCGACAACTTCTT -3’
R 5’-GACTGAGGTGCTTTCTGGTT -3’
	MF033187

	nr4a2
	F 5’- GTGGAAGAGCTTCAGAACAAGA -3’
R 5’- CAAGAGTTTGGACAAATAGTTGGG -3’
	MG777536

	hat1
	F 5’- CTTTGTGTCTCTGCTGGAGAA -3’
R 5’- CTTCACCGGCTTCCTCATTAT -3’
	MF741652

	hdac2
	F 5’- CCTGTATTTGATGGCCTGTTTG -3’
R 5’- CATGTCTGTTTGCTGTCTGTTC -3’
	MF033190

	hdac4
	F 5’- CCATGAAGCATCAGCAGGA-3’
R 5’- GCACTCTCTTTCCCTTTCTCTT -3’
	MG993122































Supplementary Figure
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Figure legend: Results from relative expression levels of clock genes and epigenetic genes. All results are depicted as histograms with Mean (± SEM). Relative mRNA expression levels of genes from LD, VH and MT groups at midday (hour 6) and midnight (hour 18) time points: RORα, REVERBα, DNMT3b, TET1, and TET2 in pineal and hypothalamus. Two-way ANOVA was used to test the effects of experimental condition and time of the day on gene expression levels. p < 0.05 was considered a statistically significant difference. 
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