SUPPLEMENTAL MATERIAL
[bookmark: _GoBack]Table S1 Enrichment results on  KEGG pathways annotations considering the selected 11 diagnostic miRNAs.     
Statistically enriched pathways are highlighted in red, considering FDR-adjusted p-values <0.05. For each pathway, selected miRNAs with their corresponding predicted target genes are reported.      

Table S2 Enrichment results on Wikipathways annotations considering the selected 11 diagnostic miRNAs.      
Statistically enriched pathways are highlighted in red, considering FDR-adjusted p-values <0.05. For each pathway, selected miRNAs with their corresponding predicted target genes are reported.     

Table S3 Enrichment results on KEGG pathways annotations considering the selected 12 prognostic miRNAs.      Statistically enriched pathways are highlighted in red, considering FDR-adjusted p-values <0.05. For each pathway, selected miRNAs with their corresponding predicted target genes are reported.     

Table S4 Enrichment results on Wikipathways annotations considering the selected 12 prognostic miRNAs. Statistically enriched pathways are highlighted in red, considering FDR-adjusted p-values <0.05. For each pathway, selected miRNAs with their corresponding predicted target genes are reported.      





