Supplementary Table S1
DEGs expression in angiogenesis high-scoring and low-scoring groups.

Supplementary Figure 1
The protein levels of RUNX1 were detected using western blot in overexpression and depletion of RUNX1 in cell lines. (A-D) The protein levels of RUNX1in 786-O(A), Renca(B), 769-P(C) and ACHN(D).

Supplementary Figure 2
RUNX1 expression increased colony formation and proliferation abilities of 769-P and ACHN. (A-B) Colony formation assays(A) and cell growth curves(B) were performed to assess the proliferation of RUNX1 OE or RUNX1 KD transduced 769-P and ACHN cells. Data were presented as means ± standard deviations. P values were determined by the one-way ANOVA, *P < 0.05, ***P < 0.001.

Supplementary Figure 3
RUNX1 expression increased transwell migration quantification of 786-O and Renca cells. (A-B) Transwell migration assays(A) and transwell migration quantification(B) were performed to assess the migration of RUNX1 OE or RUNX1 KD transduced 786-O and Renca cells. Data were presented as means ± standard deviations. P values were determined by the unpaired Student’s t-test, **P < 0.01, ***P < 0.001.

Supplementary Figure 4
RUNX1 promotes the accumulation of lipid droplets of 786-O and Renca cells. (A-B) Oil Red O test(A). The red color is intracellular lipid droplets. The quantification of lipid droplets in cells(B).

Supplementary Figure 5
RUNX1 inhibition enhances the anti- renal cell carcinoma immune response. (A-B) Quantification of tumor-infiltrating CD8+ T cells of WT Renca group and RUNX1 OE Renca group(A) and WT Renca group and RUNX1 KD Renca group(B). P values were determined by the unpaired Student’s t-test, ***P < 0.001.

Supplementary Figure 6, 7, 8, and 9 The original, uncropped gel.


