[bookmark: _Hlk206223417]Supplementary Table 1: Metametrix data, which are not included in the main manuscript
Supplementary Excel file 1: Summary of reported somatic variants. Somatic alterations in TERT, DAXX, and ATRX across patient samples. Each row represents a single variant. Columns indicate patient ID, genomic position (chromosome, start, end), reference and genetic alteration, variant allele frequency (VAF), affected gene, and predicted functional consequence (e.g., promoter, missense, frameshift, intron variant, or copy number change). Additional columns report gene copy number changes (CPN) and presence of loss of heterozygosity (LOH).)

