Table S3. The GO enrichment functions and enriched KGs
	GO-term
	[bookmark: _GoBack]Description
	Enriched KGs

	GO: Biological process

	GO:0010556
	Regulation of macromolecule biosynthetic process
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO:0031326
	Regulation of the cellular biosynthetic process
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO:0010468
	Regulation of gene expression
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO:0080090
	Regulation of primary metabolic process
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, sMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO:0051171
	Regulation of the nitrogen compound metabolic process
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO:0050794
	Regulation of cellular processes
	OsMYB91, OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11

	GO: Molecular function

	GO:0003700
	DNA-binding transcription factor activity
	OsMYBR21, OsMYBR62, OsMYB103, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR67, OsMYBR11

	GO:0003677
	DNA binding
	OsMYB91, OsMYBR21, OsMYBR72, OsMYBR62, sMYB103, OsMYBR17, OsMYB124, OsMYBR5, OsMYBR51, sMYBR67, OsMYBR11

	GO:0043565
	Sequence-specific DNA binding
	OsMYB91, OsMYB103, OsMYB124, OsMYBR67, OsMYBR11

	GO:0000976
	Transcription cis-regulatory region binding
	OsMYB91, OsMYB103, OsMYBR67, OsMYBR11

	GO:0005488
	Binding
	OsMYB91, OsMYBR21, OsMYBR72, OsMYBR62, OsMYB103, OsMYBR17, OsMYB124, OsMYBR5, OsMYBR51,OsMYBR63, OsMYBR67, OsMYBR11

	GO: Cellular component

	GO:0005634
	Nucleus
	OsMYB91, OsMYBR21, OsMYBR72, OsMYBR62, OsMYB103, OsMYBR17, OsMYB124, OsMYBR5, OsMYBR51, OsMYBR63, OsMYBR67, OsMYBR11




