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Supplementary Figure 1: Transient BiolD1 biotinylation in HEK293 cells.
A. Streptavidin coupled HRP (abcam #ab7403) detection of biotin incorporation in lysates from
HEK293 of overexpressing elF3f-BiolD1 and cultured 24hrs in presence or not (+/-) of S0uM biotin.

7

The same lysates were further used for MS/LC coupled Streptavidin-dynabeads pull down experiment.
Original blots are presented in Supplementary Figure 15. B. Functional annotation of proteins showing a

significant enrichment after pulldown from HEK293 cell lysate expressing or not elF3f BiolD1 in p

resence of biotin. Only the top 20 pathways (based on FDR) are shown. C. Volcano plot distribution of

the protein identified by MS/LC uponstreptavidin-dynabeads purification of biotinylated protein upon

overexpression of BiolD1 only proteinin HEK293 cells. D. Functional annotation of proteins showing a
significant enrichment with BiolD1 only protein. Only the top 20 pathways (based on FDR) are shown.
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Supplementary Figure 2: BiolD1 versus BiolD2 C-terminal fusion chimera of elF3f.

A.Transient expression in HEK293 cells of BiolD1 and BiolD2 fusion to the elF3f protein (at C-ter or
N-ter of elF3f). Lysates obtained from triplicate transfections were separated on SDS gel and
exogenously expressed protein detected with indicated antibody. Original blots are presented in
Supplementary Figure 16. B. Cellular distribution of the different elF3f-BiolD1 ligase constructs
expressed in A. C2C12 cells were transfected with the indicated constructs. N-terminally or C-terminally
fused yellow fluorescent protein (YFP) to elF3f protein was used as control. Original blots are presented
in Supplementary Figure 17. C. Western blot detection of exogenously expressed elF3f-BiolD2 (B1 to
B4) from HEK293 cell lysate used for MS/MS coupled Streptavidin-dynabeads pull down. Original blots
are presented in Supplementary Figure 18. D. Streptavidin coupled HRP detection of biotin incorporation
in lysates from HEK293 overexpressing BiolD2 and cultured 24hrs in presence or not (+/-) of 50uM
biotin. The same lysates were further used in E. We used the same protocol as previously described in
figure 1. Original blots are presented in Supplementary Figure 19. E. Volcano plot distribution of the
proteins identified by LC/MS upon Streptavidin-dynabeads purification of biotinylated proteins from
transfected HEK cells (supplementary figure 1A) as described in A.
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Supplementary Figure 3: Cloning strategy and sequencing of EIF3F-BioID1 chimera.

A. Schematic representation of EIF3F gene 3’end displaying the recombination sites for
PAMI-sgl and PAM2-sg2 on both 5’ and 3’ ends of Exon8. B. Resolution on agarose gel of the
fragment cleavage from sgl to sg2 sites (8§14 BP). C. Annotation map of the EIF3f-sgl-mCherry
plasmid (created with SnapGene). D. Annotation map of the EIF3f-eGFP_sg?2 plasmid (created
with SnapGene). E. Schematic representation of the donor DNA displaing right (RHA) and left
homology arms (LHA) flanking the exon8-BiolD1 and HA tagged EBFP inserts F. The Gibson
cloning strategy was used to assemble the 6 different PCR amplicons of donor DNA in pUC.19
plasmid backbone. The amplified fragments corresponding to PCR1 to 6 were resolved on agarosc
gel before purification and assembly. G. Annotation map of the Donor DNA plasmid (created with
SnapGene). H. Sequencing of the integrated construct. mPAM: mutated protospacer-adjacent
motif; sg: single guide RNA; EBFP2: enhanced blue fluorescent protein; T2A: self-cleaving 2A
peptide.
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Supplementary Figure 4: Biotin incorporation in samples used for Streptavidin-dynabeads
purification of el F3f interactors.

A. Streptavidin coupled HRP detection of biotin incorporation form parental (Par.) and elF3f-BiolD1
knock-in sc4 lysates of MB or MT treated for 24hrs with 50uM biotin. The same lysates were further
used for LC/MS coupled Streptavidin-dynabeads pull down experiment. Original blots are presented
in Supplementary Figure 20. B. The same procedure as describe in A was conducted for sc6 lysate.
Original blots are presented in Supplementary Figure 21.
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Supplementary Figure 5: Interaction map and functional enrichment of the elF3f interactors identified

in MB and MT.

A. Interaction map of LC/MS significantly identified (p<0.01 and log2FC=>0) proteins from
streptavidin-dynabeads pull-down experiment from MB (sc4/6) cultured in presence of biotin versus parental
cells. B. Same as A obtained from MT (sc4/6) cells. C. Functional enrichment analysis (p<0.01 and
log2FC>0) of the 21 conserved proteins identified as elF3f binding partners in MB and MT (shown in figure

3F and 3G).
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Supplementary Figure 6: Subcellular distribution of el F3f protein and selected identified binding partners

in MB and MT.

A. Immunodetection of elF3 subunit F, and L (green) in parental myoblasts. Anti sarcomeric alpha-actinin-3 was
visualised with Cy5 coupled anti mouse antibody and DNA was stained with Hoechst. B. The same
immunodetection was conducted in myotubes. C. Whole cell lysate (WCL) or fractionated (C: cytoplasm and N:
nuclear) lysates from parental MB were resolved on SDS/PAGE and probed with indicated antibodies. GAPDH

and Lamin B1 were used respectively as cytoplasmic or nuclear markers. Signals from infrared (700nm) coupled
secondary antibody were acquired with Odyssey (Li-Cor). Original blots are presented in Supplementary Figure 22.
D. The same experiment as in C was conducted in sc4 MT. Original blots are presented in Supplementary Figure 23.
E. Venn diagram of the nuclear binding partners (BP), according to https://www.genecards.org/nomenclature,
identified for elF3f-BiolD1 chimaera in myoblasts, myotubes and HEK293 biotinylation experiments.
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splP11279)LAMPI_HUMAN 5.46 9.16E-04
spl075112[LDB3_HUMAN 5.31 1.58E-03
splA4UGRIXIRP2_HUMAN 5.2 4.84E-04
splP11055MYH3 HUMAN 48 1.88E-03
splQ15772ISPEG_HUMAN 4.32 8.76E-04
spl000763ACACB_HUMAN 3.92 8.34E-04
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splPO7686HEXB_HUMAN 3.71 6.89E-04
spE9PAV3INACAM_HUMAN 3.55 3.68E-04
sp/Q15050RRS1_HUMAN 3.54 1.23E-03
splQ8WZ42[TITIN HUMAN 3.54 7.88E-04
splQINQC3RTN4 HUMAN 33 1.03E-03
sp/QINPG4INO40_HUMAN 32 3.39E-03
splQ9Y262|EIF3L_HUMAN 3.17 5.46E-04
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sp/P09651[ROAT_HUMAN -1.73 3.55E-03
splQIBR76/CORIB_HUMAN 2221 2.43E-03
splP16402H13_HUMAN -2.57 1.68E-03
splQIHGI7ICK049 HUMAN -2.69 8.59E-04
splQSQNWGH2B2F HUMAN -3.07 3.18E-03
splPOCIS5IDU4L2._ HUMAN -5.08 1.04E-03
sp|P62910RL32_ HUMAN -1.77 1.42E-03

DNA

merie

Supplementary Figure 7: *Core elF3f-elF3™ interactors identified in MT and MB.

A. Table: list of interactors of the “core elF3f-elF3” identified in MT vs MB. Only proteins identified with
high level of confidence are shown (min. med. int.>20; pVal<0.01). B. Immuno-detection of LAMP1
visualised with anti-rabbit Cy3 secondary antibody in parental differentiated (day 6) myotubes. DNA was

stained with Hoechst.
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Supplementary Figure 8
Uncropped western blot for Figure 1B.
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Uncropped western blot for Figure 1C
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Uncropped western blot for Figure 2D
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Supplementary Figure 11
Uncropped western blot for Figure 3A
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Supplementary Figure 12
Uncropped western blot for Figure 4B
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Supplementary Figure 13
Uncropped western blot for Figure 4D
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Supplementary Figure 14
Uncropped western blot for Figure 5B
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Uncropped western blot for Supplementary Figure 1A
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Supplementary Figure 16
Uncropped western blot for Supplementary Figure 2A
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Uncropped western blot for Supplementary Figure 2B
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Supplementary Figure 18
Uncropped western blot for Supplementary Figure 2C
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Supplementary Figure 19
Uncropped western blot for Supplementary Figure 2D
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Uncropped western blot for Supplementary Figure 4A
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Uncropped western blot for Supplementary Figure 4B
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Uncropped western blot for Supplementary Figure 6C
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Supplementary Figure 23
Uncropped western blot for Supplementary Figure 6D
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Donor_DNA_annotation_all_feature.dna
atggtgacctacctggccaacctcacacagtcacagattgcactcaatgaaaaacttgtaaacctgaaggacaacaccgt
gececctgaagetgatcgecectgetggecaacggegagttecactetggegageagetgggagagacectgggaatgagea
gagccgccatcaacaagcacatccagacactgagagactggggagtegacgtgttcaccgtgectggcaagggctacage
ctgcetgagectatccagetgetgaacgecaageagatectgggacagetggatggcggaagegtggecgtectgectgt
gatcgactccaccaatcagtacctgctggacagaatcggagagctgaagteccggcgacgectgeatcgecgagtaccage
aggctggcagaggaggcagaggacggaagtggticageccattcggagecaacctgtacctgtccatgttctggagactg
gagcagggacctgetgctgecatcggactgagtetggtgatcggaategtgatggecgaggtgctgagaaagetgggage
cgacaaggtgagagtgaagtggcctaatgacctgtacctccaggaccgcaagetggetggcatectggtggagetgacag
gcaagacaggcgatgecgetcagategtgatcggagecggaatcaacatggecatgagaagagtggaggagagegtegtg
aaccagggctggatcaccctgcaggaggcetggcatcaacctggaccggaacaccctggecgecatgetgatcagagagcet
gagagccgcetctggagetgttcgagecaggagggactggcetecttacctgagecagatgggagaagetggacaacttcatca
acagacctgtgaagctgatcatcggecgacaaggaaatcttcggeatctccagaggaatcgacaagcagggagetctgetg
ctggagcaggacggaatcatcaageectggatgggcggagaaatctcecctgagaagegecagagaaggcttacecttacga
tgtaccggattacgcagagggcagaggaagtctgctaacatgeggtgacgtggaggagaatcecggecctgctageatgg

tgagcaagggcgaggagctgttcaccggggtggtgcccatectggtcgagetggacggegacgtaaacggecacaagtte
agcgtgaggggcgagggcgagggcgatgecaccaacggeaagetgacectgaagttcatctgecaccaceggeaagetgece

cgtgecctggeccaccctegtgaccaccctgagecacggegtgcagtgettcgecegetaccecegaccacatgaageage
acgacttcttcaagtccgccatgeccgaaggctacgtccaggagegeaccatcttcttcaaggacgacggeacctacaag
acccgegecgaggtgaagttcgagggcgacaccetggtgaaccgeatcgagetgaagggcgtecgacttcaaggaggacgg
caacatcctggggcacaagetggagtacaacttcaacagccacaacatctatatcatggecgtcaagcagaagaacggea
tcaaggtgaacttcaagatccgccacaacgtggaggacggeagegtgecagetcgecgaccactaccagecagaacacccece
atcggcgacggecccgtgetgetgeccgacagecactacctgageacccagteecgtgctgagecaaagaccccaacgagaa
gegcegatcacatggtectgetggagttccgeaccgecgecgggatcactctcggeatggacgagetgtacaagtgaatgg
accccaagcagtacacttgctggtctaggtattaaccccaggactcagaagtgaaggagaaatgggttttttgtggtctt
gagtcacactgagatagtcagttgtgtgtgactctaataaacggagectaccttttgtaaattaatttcatcttatgtga
gtttattgccgggtggaagggaggaaaatgtittagatcacacagaaactaggaagtgaatattgtaggtagagaagttg
gttatgtgtttggcatgttactgttttaccaaactgttcttttggttitcaatatggaaaggtgtccattggcaaaacaa
ccttttcttgaggattcatgtgatttctacaggaaatgaaaataagaatccatggagaaaaaatagctaagaaaattgga
tgcttaatctgaactaaaagagtagagtgtgtagtcactatcttaaaatacattaatagtaagatggagcetctttgecac
tttggticggggaggocagaattaagatctgtggattaaagattaaagaggtttccccaaaacttcagaaaattcttaggt
gctatctgtaactcgagtatagagcecttgagttatactgaggtctgccagtggctcaatttaagcaaagactagatggea
tttcccagaggccttgtaggctagagtacttgectgtgtaacttcagacatccatttcctetggtatcctggagttcege

ctcgecactgtgtgtcttagaaataagtcattattcaagaactcaggaaattatacgttggagtgaaaaggtgagtgaag



gcaatggggaatcaaaaaggcectggatcctagttctgaggtatgtgtagecttaggaaagataaattataagagtcataa
gatatggatcataaacatacatagtccattagggtattatgaggattccatgaattaataaatgtcaggttaatcaacac
ttgtggagaatatcacctggtatgtagtaagcacagataagtggtagatactatgatgectaaaggtgaatagtttgaaa
gtaataagcaacatgaaccccagectggaactcagttctgagatatgtacctcaggaaatataagttatgggagtcataa
agtgtggatagtaatgatagataatttcttacaggtagggaaatgtaaacagatcttatcggcaaaatgataatgacagg
ccaaattgttaaaggtaggttaaaagtagacagcatggtgggaaggttaatcagagtcaaaatgtttcagtgttcttaca
tttttgggagtageccagttaatatcaacttagtctttttaagtatgcatgataaaattccgaggttaattgetagaagta
tatataatctctcaatgaacgagctcgaattcactggccgtegttttacaacgtcgtgactgggaaaaccctggegttac
ccaacttaatcgccttgcagcacatccccctttcgecagetggegtaatagegaagaggeccgeaccgatcgeccttece
aacagttgcgcagcectgaatggegaatggegectgatgeggtattttctccttacgeatctgtgeggtatttcacaccge
atatggtgcactctcagtacaatctgetctgatgecgeatagttaageccagecccgacacccgecaacacccgetgacge
geectgacgggcttgtetgetcecggeatecgettacagacaagetgtgaccgtctcegggagetgeatgtgtcagaggt
tttcaccgtcatcaccgaaacgecgegagacgaaagggcectecgtgatacgectatttttataggttaatgtcatgataata
atggtttcttagacgtcaggtggcacttttcggggaaatgtgcgeggaacccectatttgtttatttttctaaatacatte
aaatatgtatccgctcatgagacaataaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattcaac
atttccgtgtcgceccttattcccttttttgeggeattttgecttectgtttttgectcacccagaaacgetggtgaaagta
aaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctcaacageggtaagatecttgagagttt
tcgececcgaagaacgttttccaatgatgagceacttttaaagttctgetatgtggecgeggtattatceccgtattgacgecg
ggcaagagcaactcggtcgecgeatacactattctcagaatgacttggttgagtactcaccagtcacagaaaagceatctt
acggatggcatgacagtaagagaattatgcagtgctgccataaccatgagtgataacactgcggecaacttacttctgac
aacgatcggaggaccgaaggagctaaccgctttittgcacaacatgggggatcatgtaactcgecttgatcgttgggaac
cggagctgaatgaagccataccaaacgacgagcegtgacaccacgatgectgtagcaatggcaacaacgttgegeaaacta
ttaactggcgaactacttactctagcttcccggceaacaattaatagactggatggaggeggataaagttgecaggaccact
tctgegeteggececttceggetggcetggtttattgetgataaatctggagecggtgagegtgggtetegeggtatcattg
cagcactggggccagatggtaagccctccegtatcgtagttatctacacgacggggagtcaggcaactatggatgaacga
aatagacagatcgctgagataggtgcctcactgattaagcattggtaactgtcagaccaagtttactcatatatacttta
gattgatttaaaacttcatttttaatttaaaaggatctaggtgaagatcctttttgataatctcatgaccaaaatccctt
aacgtgagttttcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttttctgege
gtaatctgctgcttgcaaacaaaaaaaccaccgcetaccageggtggtttgtitgccggatcaagagetaccaactcetttt
tccgaaggtaactggettcagcagagegeagataccaaatactgttettctagtgtagecgtagttaggecaccacttca
agaactctgtagcaccgcctacatacctcgetctgctaatectgttaccagtggetgetgeccagtggegataagtegtgt
cttaccgggttggactcaagacgatagttaccggataaggcgecageggtecgggetgaacggggggttcgtgcacacagece

cagcttggagcgaacgacctacaccgaactgagatacctacagegtgagetatgagaaagegecacgettcccgaaggga

gaaaggcggacaggtatccggtaagecggeagggtcggaacaggagagegeacgagggagettccagggggaaacgectgg



tatctttatagtcctgtcgggtttcgeccacctctgacttgagegtegatttttgtgatgetegtcaggggggcggagect
atggaaaaacgccagcaacgceggcctttttacggttcctggecttttgctggecttttgetcacatgttetttcctgegt
tatcccctgattetgtggataaccgtattaccgectttgagtgagctgataccgetcgecgeagecgaacgaccgagege
agcgagtcagtgagcgaggaageggaagagegeccaatacgecaaaccgectetccecegegegttggecgattcattaatg
cagctggcacgacaggtttcccgactggaaagegggceagtgagegeaacgcaattaatgtgagttagetcactcattagg
caccccaggctttacactttatgcttccggetegtatgttgtgtggaattgtgageggataacaatttcacacaggaaac
agctatgaccatgattacgccaatgatcagcaccagaggccacataccattcacatgagatcaaaaccggtgatgagceat
accaggtaaaaggagttgagctctattaggaggaagaaaagetgataagggcacagecaggaagtgtgactgageagactg
agtctaaggggagttgggaaacagagttagtaggacgttaagaccatctctttcctggtgggatgactgaattctetcte
ttactgcccaccactgecgetgecaccetgecaaccaacttccatagttgacctgatcatgaagacctgetttageccca
acagagtgattggactctcaagtgacttgcagcaagtaggaggggacatcagetcgeatccaggatgecctgagtacagtg
ttgcaatatgcagaggatgtactggtgagaggggaaagaaaaaacaaagggggaggacatagtictctatcctgggatca
ctgaggcatgtgctgatgaaatggtagggctcagtggttataattaactgectcatcgagtetttgttttggtactcagt
ctggaaaggtgtcagctgacaatactgtgggccgettecctgatgagectggttaaccaagtaccgaaaatagttcccgat
gactttgagaccatgctcaacagcaacatcaatgtgagtgcccttcctgagecccttettgectggtttettcccccacce
tcagcacatacactcaaatgtgaaaagagttgggtgagoteacctggagtaggatagagacagggcttcacctatageee
cactgaagtccaggttgggaggaaggaagaggtgtgttatgecgtggttggagacttccttccttctcccatgattecatt
gtctcatttactgetgatactactgtgacttactgtctaaattcgtgatggaaagaaacactaaaattcagaggttaatg
aaaatgcaattacttatttcccccatctgagttcacagaccccctatattccatccatgggtttcagctaaggeacaact
agtctataagtgtatcagtagagataagaaagccttctcaagcatttcctttctgtcttctacctttttgacttttattc
agtctctcctagetgtcatttatccacagcetgtectcatacccagtgtctaccatagagetggccaaagecagecttttt

gctecctttccacccaaccecccactcattgtgtattctttgtcticcaggaccttttg
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EIF3F-sgl-mCherry.annotation_sgl.dna
acgecgccctgtageggegcattaagegeggegggtgtggtggttacgegecagegtgaccgetacacttgecagegectta
gegeccgcetectttegetttettcecttectttctcgecacgttcgecggcetttceccegtcaagetctaaatcgggggct
ccctttagggttccgatttagtgctttacggecacctcgaccccaaaaaacttgatttgggtgatggttcacgtagtgggc
catcgccctgatagacggtttttcgeectttgacgttggagtccacgttctttaatagtggactcttgticcaaactgga
acaacactcaactctatctcgggctattcttttgatttataagggattttgccgatttcggtctattggttaaaaaatga
gctgatttaacaaaaatttaacgcgaattttaacaaaatattaacgtttacaattttatggtgcactctcagtacaatct
getctgatgecgeatagttaageccagecccgacaccegecaacaccegetgacgegecectgacgggcttgtetgeteceg
gcatccgcttacagacaagcetgtgaccgtetccgggagetgcatgtgtcagaggttttcaccgtcatcaccgaaacgege
gagacgaaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtttcttagacgtcaggtggca
cttttcggggaaatgtgcgcggaaccectatttgtttatttttctaaatacattcaaatatgtatccgetcatgagacaa
taaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattcaacatttccgtgtcgeccttattceett
ttttgcggcattttgccttectgtttttgetcacccagaaacgetggtgaaagtaaaagatgctgaagatcagttgggte
cacgagtgggttacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccgaagaacgttttccaatg
atgagcacttttaaagttctgctatgtggcgeggtattatccegtattgacgeccgggecaagageaactcggtcgecgeat
acactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaat
tatgcagtgctgcecataaccatgagtgataacactgcggecaacttacttctgacaacgatcggaggaccgaaggageta
accgcttttttgcacaacatgggggatcatgtaactcgecttgatcgttgggaaccggagetgaatgaagecataccaaa
cgacgagcegtgacaccacgatgectgtagcaatggcaacaacgttgegcaaactattaactggegaactacttactctag
cttcccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgegeteggeccttceggetggce
tggtttattgctgataaatctggagecggtgagegtggaagecgeggtatcattgecageactggggecagatggtaagee
ctccegtatcgtagttatctacacgacggggagtcaggcaactatggatgaacgaaatagacagatcgetgagataggtg
cctcactgattaagcattggtaactgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaa
tttaaaaggatctaggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttccactgage
gtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttttctgecgegtaatctgetgettgecaaacaaaaa
aaccaccgctaccageggtggtttgtttgccggatcaagagcetaccaactctttttccgaaggtaactggcettcagecaga
gcgcagataccaaatactgttcttctagtgtagecgtagttaggccaccacttcaagaactctgtagcaccgectacata
cctegetectgetaateetgttaccagtggetgetgccagtggcgataagtegtgtettaccgggttggactcaagacgat
agttaccggataaggcgceageggtecgggctgaacggggggttcgtgcacacageccagettggagegaacgacctacace
gaactgagatacctacagcgtgagctatgagaaagecgecacgcettcccgaagggagaaaggeggacaggtatccggtaag
cggcagggtcggaacaggagagegeacgagggagettccagggggaaacgectggtatctttatagtectgtegggttte
geccacctctgacttgagegtegatttttgtgatgetegtcaggggggcggagectatggaaaaacgecageaacgeggcee
tttttacggttcctggecttttgetggecttttgctcacatgtgagggcectatttcccatgattecttcatatttgcata

tacgatacaaggctgttagagagataattggaattaatttgactgtaaacacaaagatattagtacaaaatacgtgacgt



agaaagtaataatttcttgggtagtttgcagttttaaaattatgttttaaaatggactatcatatgcttaccgtaacttg
aaagtatttcgatttcttggctttatatatcttgtggaaaggacgaaacaccgtaggtgctatctgtaactcggttttag
agctagaaatagcaagttaaaataaggctagtccgttatcaacttgaaaaagtggcaccgagtcggtgcttttttgtttt
agagctagaaatagcaagttaaaataaggctagtccgtttttagcgegtgcgecaattctgcagacaaatggcetctagag
gtacccgttacataacttacggtaaatggcccgectggetgaccgeccaacgaccecccgeccattgacgtcaatagtaac
gccaatagggactttccattgacgtcaatgggtggagtatttacggtaaactgcccacttggecagtacatcaagtgtate
atatgccaagtacgccccctattgacgtcaatgacggtaaatggeccgectggeattgtgeccagtacatgaccttatgg
gactttcctacttggcagtacatctacgtattagtcatcgctattaccatggtcgaggtgagecccacgttetgcttcac
tctceccatetececccceccteecccacccecaattttgtatttatttatttittaattattttgtgcagegatggggecgg
gggeeeLLLLLLLLCECLCercragarggeecggaacggeacgagggecgeeacgggacgaggcggagaggigcggcggca
gccaatcagageggegegetccgaaagtttecttttatggegaggeggeggeggeggeggecctataaaaagegaagege
geggegggegggagtegetgegegetgecttecgeceegtgeceecgeteegeegeegectegegecgeecgececggcetet
gactgaccgcegttactcccacaggtgagegggegggacggcccttetectccgggetgtaattagetgagecaagaggtaa
gggtttaagggatggttggttggtggootattaatgtttaattacctggagecacctgectgaaatcactttttttcaggt
tggaccggtgccaccatggactataaggaccacgacggagactacaaggatcatgatattgattacaaagacgatgacga
taagatggccccaaagaagaageggaaggteggtatccacggagtcccageagecgacaagaagtacageateggeetgg
acatcggcaccaactctgtgggctgggccgtgatcaccgacgagtacaaggtgcccagcaagaaattcaaggtgetgggc
aacaccgaccggcacagcatcaagaagaacctgatcggagcecctgetgttcgacageggcegaaacagecgaggecacceeg
gctgaagagaaccgccagaagaagatacaccagacggaagaaccggatctgetatctgcaagagatcttcagcaacgaga
tggccaaggtggacgacagcttcttccacagactggaagagtcecttecctggtggaagaggataagaagcacgageggeac
cccatcttcggceaacatcgtggacgaggtggectaccacgagaagtaccccaccatctaccacctgagaaagaaactggt
ggacagcaccgacaaggccgacctgeggctgatctatctggecctggeccacatgatcaagttccggggccacttectga
tcgagggcgacctgaaccccgacaacagegacgtggacaagetgttcatccagetggtgecagacctacaaccagetgtte
gaggaaaaccccatcaacgecageggegtggacgecaaggecatectgtctgeccagactgagcaagageagacggcetgga
aaatctgatcgcccagetgeccggegagaagaagaatggcctgttcggaaacctgattgeectgagectgggectgacce
ccaacttcaagagcaacttcgacctggccgaggatgccaaactgecagetgagcaaggacacctacgacgacgacctggac
aacctgctggceccagatcggegaccagtacgecgacctgtttctggecgecaagaacctgtccgacgecatectgetgag
cgacatcctgagagtgaacaccgagatcaccaaggcccccectgagegectctatgatcaagagatacgacgagceaccace
aggacctgaccctgctgaaagcetctcgtgeggeageagetgectgagaagtacaaagagattttcttcgaccagageaag
aacggctacgccggctacattgacggeggagecagecaggaagagttctacaagttcatcaageccatecctggaaaagat
ggacggceaccgaggaactgetcgtgaagetgaacagagaggacctgetgeggaageageggaccttcgacaacggeagea
tcceecaccagatccaccetgggagagetgeacgecattctgeggeggecaggaagatttttacccattcctgaaggacaac
cgggaaaagatcgagaagatcctgaccttccgeatcccctactacgtgggecctetggecaggggaaacageagattcge

ctggatgaccagaaagagcgaggaaaccatcacccectggaacttcgaggaagtggtggacaagggcgettcecgeccaga



gcttcatcgageggatgaccaacttcgataagaacctgeccaacgagaaggtgctgcccaageacagectgetgtacgag
tacttcaccgtgtataacgagctgaccaaagtgaaatacgtgaccgagggaatgagaaageccgecttcctgageggega
gcagaaaaaggccatcgtggacctgetgttcaagaccaaccggaaagtgaccgtgaagecagetgaaagaggactacttca
agaaaatcgagtgcttcgactccgtggaaatctccggegtggaagatcggttcaacgecteecctgggeacataccacgat
ctgctgaaaattatcaaggacaaggacttcctggacaatgaggaaaacgaggacattctggaagatatcgtgetgacccet
gacactgtttgaggacagagagatgatcgaggaacggcetgaaaacctatgeccacctgticgacgacaaagtgatgaage
agctgaagcggeggagatacaccggetggggcaggetgagecggaagetgatcaacggeatccgggacaageagtecgge
aagacaatcctggatttcctgaagtccgacggcettcgeccaacagaaacttcatgecagetgatccacgacgacagectgac
ctttaaagaggacatccagaaagcccaggtgtccggecagggcgatagectgcacgageacattgecaatctggecggea
gececgecattaagaagggeatcctgecagacagtgaaggtegtggacgagetegtgaaagtgatgggeccggeacaagecce
gagaacatcgtgatcgaaatggccagagagaaccagaccacccagaagggacagaagaacagecgegagagaatgaageg
gatcgaagagggcatcaaagagctgggcagecagatcctgaaagaacaccecgtggaaaacacccagetgecagaacgaga
agctgtacctgtactacctgcagaatgggcgggatatgtacgtggaccaggaactggacatcaaccggcetgtecgactac
gatgtggaccatatcgtgcctcagagcetttctgaaggacgactccatcgacaacaaggtgctgaccagaagegacaagaa
ccggggcaagagcgacaacgtgccctccgaagaggtcgtgaagaagatgaagaactactggcggeagetgetgaacgeca
agctgattacccagagaaagttcgacaatctgaccaaggecgagagaggeggectgagegaactggataaggecggette
atcaagagacagctggtggaaacccggcagatcacaaageacgtggcacagatcetggactcceggatgaacactaagta
cgacgagaatgacaagctgatccgggaagtgaaagtgatcaccctgaagtccaagetggtgtcegatttccggaaggatt
tccagttttacaaagtgcgegagatcaacaactaccaccacgeccacgacgectacctgaacgecgtegtgggaaccgee
ctgatcaaaaagtaccctaagetggaaagegagttcgtgtacggcgactacaaggtgtacgacgtgecggaagatgatege
caagagcgagcaggaaatcggcaaggctaccgecaagtacttcttctacagcaacatcatgaactttttcaagaccgaga
ttaccctggccaacggegagatccggaageggectctgatcgagacaaacggegaaaccggggagatcgtgtgggataag
ggccgggattttgccaccgtgeggaaagtgetgageatgecccaagtgaatatcgtgaaaaagaccgaggtgcagacagg
cggcttcagcaaagagtctatcctgecccaagaggaacagegataagetgatcgccagaaagaaggactgggaccectaaga
agtacggcggcttcgacagccccaccgtggectattctgtgctggtggtggccaaagtggaaaagggcaagtccaagaaa
ctgaagagtgtgaaagagctgctggggatcaccatcatggaaagaagcageticgagaagaatcccatcgactttetgga
agccaagggctacaaagaagtgaaaaaggacctgatcatcaagctgectaagtactccctgticgagetggaaaacggec
ggaagagaatgctggcctctgecggegaactgecagaagggaaacgaactggecectgecctccaaatatgtgaacttectg
tacctggccagecactatgagaagcetgaagggctccccegaggataatgagecagaaacagetgtttgtggaacagecacaa
gcactacctggacgagatcatcgagcagatcagegagttctccaagagagtgatecctggecgacgetaatctggacaaag
tgctgtccgectacaacaagecaccgggataageccatcagagagcaggecgagaatatcatccacctgtttacecctgace
aatctgggagcccctgecgecttcaagtactttgacaccaccatcgaccggaagaggtacaccagcaccaaagaggtect
ggacgccaccctgatccaccagagceatcaccggcectgtacgagacacggatcgacctgtetcagetgggaggcgacaaaa

ggceggeggecacgaaaaaggecggecaggcaaaaaagaaaaaggaattcggeagtggagagggcagaggaagtctgcta



acatgcggtgacgtcgaggagaatcctggcccaatggtgagcaagggcgaggaggataacatggccatcatcaaggagtt
catgcgcttcaaggtgcacatggagggctcegtgaacggecacgagticgagatcgagggcgagggcgagggecgeecct
acgagggcacccagaccgccaagctgaaggtgaccaagggtggccccctgeecttcgectgggacateetgtecectcag
ttcatgtacggctccaaggcectacgtgaagcacccecgecgacatccccgactacttgaagetgtecttccecgagggcett
caagtgggagcgegtgatgaacttcgaggacggeggegtggtgaccgtgacccaggactectecectgecaggacggegagt
tcatctacaaggtgaagetgcgeggeaccaacttccecteccgacggeccegtaatgcagaagaagaccatgggetgggag
gecetectecgageggatgtaccecegaggacggegecctgaagggcegagatcaageagaggetgaagetgaaggacggcgg
ccactacgacgctgaggtcaagaccacctacaaggccaagaageccgtgecagetgeeccggegectacaacgtcaacatca
agttggacatcacctcccacaacgaggactacaccatcgtggaacagtacgaacgegecgagggecgecactccacegge
ggcatggacgagctgtacaagtaggaattctaactagagetcgetgatcagectcgactgtgecttctagttgecageca
tetgttgtttgccecteccecgtgecttecttgaccetggaaggtgccacteccactgtectttcctaataaaatgagga
aattgcatcgcattgtctgagtaggtgtcattctatictgggeggtggggtgogocaggacagcaagggggaggattggg
aagagaatagcaggcatgctggggageggecgeaggaacccctagtgatggagttggccacteectetetgegegetege
tcgetcactgaggecgggegaccaaaggtegeccgacgecegggctttgeeccgggeggectecagtgagegagegagegcg
cagcetgectgecaggggcegectgatgeggtattttctecttacgcatetgtgeggtatttcacaccgeatacgtcaaagea

accatagt
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EIF3F-eGFP_sg2.annotation_sg-2.dna
acgecgccctgtageggegcattaagegeggegggtgtggtggttacgegecagegtgaccgetacacttgecagegectta
gegeccgcetectttegetttettcecttectttctcgecacgttcgecggcetttceccegtcaagetctaaatcgggggct
ccctttagggttccgatttagtgctttacggecacctcgaccccaaaaaacttgatttgggtgatggttcacgtagtgggc
catcgccctgatagacggtttttcgeectttgacgttggagtccacgttctttaatagtggactcttgticcaaactgga
acaacactcaactctatctcgggctattcttttgatttataagggattttgccgatttcggtctattggttaaaaaatga
gctgatttaacaaaaatttaacgcgaattttaacaaaatattaacgtttacaattttatggtgcactctcagtacaatct
getctgatgecgeatagttaageccagecccgacaccegecaacaccegetgacgegecectgacgggcttgtetgeteceg
gcatccgcttacagacaagcetgtgaccgtetccgggagetgcatgtgtcagaggttttcaccgtcatcaccgaaacgege
gagacgaaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtticttagacgtcaggtggca
cttttcggggaaatgtgcgcggaaccectatttgtttatttttctaaatacattcaaatatgtatccgetcatgagacaa
taaccctgataaatgcttcaataatattgaaaaaggaagagtatgagtattcaacatttccgtgtcgeccttattceett
ttttgcggcattttgccttectgtttttgctcacccagaaacgetggtgaaagtaaaagatgctgaagatcagttgggte
cacgagtgggttacatcgaactggatctcaacagecggtaagatccttgagagttttcgeccccgaagaacgttttccaatg
atgagcacttttaaagttctgctatgtggcgeggtattatccegtattgacgeccgggecaagageaactcggtcgecgeat
acactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaat
tatgcagtgctgcecataaccatgagtgataacactgcggcecaacttacttctgacaacgatcggaggaccgaaggageta
accgcttttttgcacaacatgggggatcatgtaactcgecttgatcgttgggaaccggagetgaatgaagecataccaaa
cgacgagcegtgacaccacgatgectgtagcaatggcaacaacgttgecgcaaactattaactggegaactacttactctag
cttcccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttetgegeteggeccttecggetgge
tggtttattgctgataaatctggagecggtgagegtggaagecgeggtatcattgecageactggggecagatggtaagee
ctccegtatcgtagttatctacacgacggggagtcaggcaactatggatgaacgaaatagacagatcgcetgagataggtg
cctcactgattaagcattggtaactgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaa
tttaaaaggatctaggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttccactgage
gtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttttctgecgegtaatctgetgettgecaaacaaaaa
aaccaccgctaccageggtggtttgtttgccggatcaagagcetaccaactctttttccgaaggtaactggcettcagecaga
gcgcagataccaaatactgttcttctagtgtagecgtagttaggccaccacttcaagaactctgtagcaccgectacata
cctegetectgetaateetgttaccagtggetgetgccagtggcgataagtegtgtettaccgggttggactcaagacgat
agttaccggataaggcgceageggtecgggetgaacggggggttcgtgcacacageccagettggagegaacgacctacace
gaactgagatacctacagcgtgagctatgagaaagecgecacgcettcccgaagggagaaaggeggacaggtatccggtaag
cggcagggtcggaacaggagagegeacgagggagettccagggggaaacgectggtatctttatagtectgtegggttte
gccacctctgacttgagegtegatttttgtgatgetegtcaggggggcggagectatggaaaaacgecagecaacgeggce
tttttacggttcctggecttttgetggecttttgctcacatgtgagggcectatttcccatgattecttcatatttgcata

tacgatacaaggctgttagagagataattggaattaatttgactgtaaacacaaagatattagtacaaaatacgtgacgt



agaaagtaataatttcttgggtagtttgcagttttaaaattatgttttaaaatggactatcatatgcttaccgtaacttg
aaagtatttcgatttcttggctttatatatcttgtggaaaggacgaaacaccgctgatacacttatagactaggttttag
agctagaaatagcaagttaaaataaggctagtccgttatcaacttgaaaaagtggcaccgagtcggtgcttttttgtttt
agagctagaaatagcaagttaaaataaggctagtccgtttttagecgegtgcgecaattctgcagacaaatggetctagag
gtacccgttacataacttacggtaaatggcccgectggetgaccgeccaacgaccecccgeccattgacgtcaatagtaac
gccaatagggactttccattgacgtcaatgggtggagtatttacggtaaactgcccacttggecagtacatcaagtgtate
atatgccaagtacgccccctattgacgtcaatgacggtaaatggeccgectggeattgtgeccagtacatgaccttatgg
gactttcctacttggcagtacatctacgtattagtcatcgctattaccatggtcgaggtgagecccacgttetgcttcac
tctceccatetececcececcctecccacceccaattttgtatttatttatttttaattattttgtgcagegatgggegeg
gggeeeeLLLLLLLLCECLCercragacegeecgggacggeacgagggecegeacggaacgagacggagaggtacgecggac
agccaatcagageggcegegcetccgaaagtttecttttatggcgaggeggeggeggeggeggecctataaaaagegaageg
cgeggegggegggagtegetgegegetgecttegececgtgeeccgetecgecgecgectegegecgecegeeccggete
tgactgaccgcegttactcccacaggtgagegggegggacggeccttctectccgggetgtaattagetgagecaagaggta
agggtttaagggatggttggttggtgggotattaatgtttaattacctggageacctgectgaaatcactttttttcagg
ttggaccggtgccaccatggactataaggaccacgacggagactacaaggatcatgatattgattacaaagacgatgacg
ataagatggccccaaagaagaageggaaggtcggtatccacggagtcccagecagecgacaagaagtacageatcggectg
gacatcggcaccaactctgtgggctgggecgtgatcaccgacgagtacaaggtgeccageaagaaattcaaggtgctggg
caacaccgaccggcacagcatcaagaagaacctgatcggagecctgetgttcgacageggegaaacagecgaggecacce
ggctgaagagaaccgccagaagaagatacaccagacggaagaaccggatctgetatctgcaagagatcttcagcaacgag
atggccaaggtggacgacagcettcttccacagactggaagagtecttcctggtggaagaggataagaagecacgageggea
ccccatcttcggceaacatcgtggacgaggtggcctaccacgagaagtaccccaccatctaccacctgagaaagaaactgg
tggacagcaccgacaaggecgacctgeggetgatctatctggecctggeccacatgatcaagttcecggggcecacttectg
atcgagggcgacctgaaccccgacaacagegacgtggacaagcetgttcatccagetggtgecagacctacaaccagetgtt
cgaggaaaaccccatcaacgecageggegtggacgecaaggecatectgtctgecagactgagcaagagecagacggetgg
aaaatctgatcgcccagetgeccggegagaagaagaatggectgticggaaacctgattgecctgagectgggectgace
cccaacttcaagagcaacttcgacctggccgaggatgccaaactgcagetgagecaaggacacctacgacgacgacctgga
caacctgctggeccagatcggegaccagtacgecgacctgtttctggecgecaagaacctgteccgacgecateetgetga
gcgacatcctgagagtgaacaccgagatcaccaaggecccecctgagegcectctatgatcaagagatacgacgageaccac
caggacctgaccctgetgaaagetetegtgeggeageagetgectgagaagtacaaagagattttcttcgaccagagcaa
gaacggctacgccggctacattgacggeggagecagecaggaagagttctacaagttcatcaageccatectggaaaaga
tggacggcaccgaggaactgetegtgaagetgaacagagaggacctgetgecggaageageggaccttcgacaacggeage
atcccccaccagatccacctgggagagetgecacgcecattctgeggeggcaggaagatttttacccattcctgaaggacaa
ccgggaaaagatcgagaagatcecetgacctteccgeatecectactacgtgggecctetggeccaggggaaacageagattcg

cctggatgaccagaaagagcegaggaaaccatcaccccctggaactticgaggaagtggtggacaagggegettcecgeeccag



agcttcatcgagceggatgaccaacttcgataagaacctgecccaacgagaaggtgcetgcccaageacagectgetgtacga
gtacttcaccgtgtataacgagcetgaccaaagtgaaatacgtgaccgagggaatgagaaageccgecttecctgagegecg
agcagaaaaaggccatcgtggacctgctgttcaagaccaaccggaaagtgaccgtgaageagetgaaagaggactactte
aagaaaatcgagtgcttcgactccgtggaaatctcecggegtggaagatcggttcaacgectecetgggceacataccacga
tctgctgaaaattatcaaggacaaggacttcctggacaatgaggaaaacgaggacattctggaagatatcgtgetgaccee
tgacactgtttgaggacagagagatgatcgaggaacggctgaaaacctatgeccacctgttcgacgacaaagtgatgaag
cagctgaageggceggagatacaccggetggggcaggctgagecggaagcetgatcaacggeatccgggacaageagteegg
caagacaatcctggatttcctgaagtccgacggcettcgeccaacagaaacttcatgcagetgatccacgacgacagecetga
cctttaaagaggacatccagaaagcccaggtgtccggecagggegatagectgecacgageacattgecaatctggeegge
agccccgecattaagaagggceatcctgecagacagtgaaggtggtggacgagetcgtgaaagtgatgggeccggeacaagee
cgagaacatcgtgatcgaaatggccagagagaaccagaccacccagaagggacagaagaacagecgegagagaatgaage
ggatcgaagagggcatcaaagagetgggceagecagatcctgaaagaacaccccgtggaaaacacccagetgecagaacgag
aagctgtacctgtactacctgcagaatgggcgggatatgtacgtggaccaggaactggacatcaaccggetgteccgacta
cgatgtggaccatatcgtgectcagagctttctgaaggacgactccatcgacaacaaggtgetgaccagaagegacaaga
accggggcaagagcgacaacgtgccctccgaagaggtecgtgaagaagatgaagaactactggeggeagetgetgaacgece
aagctgattacccagagaaagttcgacaatctgaccaaggecgagagaggeggectgagegaactggataaggecggett
catcaagagacagctggtggaaacccggeagatcacaaagecacgtggecacagatcctggactcccggatgaacactaagt
acgacgagaatgacaagctgatccgggaagtgaaagtgatcaccctgaagtccaagetggtgtecgatttccggaaggat
ttccagttttacaaagtgcgegagatcaacaactaccaccacgeccacgacgectacctgaacgeegtegtgggaaccge
cctgatcaaaaagtaccctaagctggaaagcgagttcgtgtacggegactacaaggtgtacgacgtgcggaagatgatcg
ccaagagcgagcaggaaatcggcaaggcetaccgccaagtacttcttctacagcaacatcatgaactttttcaagaccgag
attaccctggccaacggcgagatccggaageggectctgatcgagacaaacggegaaaccggggagatcgtgtgggataa
gggccgggattttgeccaccgtgcggaaagtgetgageatgecccaagtgaatatcgtgaaaaagaccgaggtgcagacag
geggcettcagcaaagagtctatcctgeccaagaggaacagegataagetgatcgecagaaagaaggactgggaccctaag
aagtacggcggcttcgacagecccaccgtggectattetgtgetggtggteggccaaagtggaaaagggcaagtccaagaa
actgaagagtgtgaaagagctgctggggatcaccatcatggaaagaagcagettcgagaagaatcceatcgactttctgg
aagccaagggctacaaagaagtgaaaaaggacctgatcatcaagetgectaagtactccetgttcgagetggaaaacgge
cggaagagaatgctggcctctgecggcgaactgecagaagggaaacgaactggeectgecctecaaatatgtgaacttect
gtacctggccagcecactatgagaagetgaagggetccecccgaggataatgagcagaaacagetgtttgtggaacageaca
agcactacctggacgagatcatcgagcagatcagecgagttctccaagagagtgatcctggecgacgcetaatctggacaaa
gtgctgtccgectacaacaagecaccgggataageccatcagagagecaggecgagaatatcatccacctgtttaccetgac
caatctgggagcccctgeegecttcaagtactttgacaccaccatcgaccggaagaggtacaccagecaccaaagaggtgc
tggacgccaccctgatccaccagageatcaccggectgtacgagacacggatcgacctgtctcagetgggaggegacaaa

aggccggeggecacgaaaaaggecggecaggcaaaaaagaaaaaggaattcggeagtggagaggecagaggaagtetgct



aacatgcggtgacgtcgaggagaatcctggeccagtgagcaagggegaggagetgttcaccggggtggtgcceateetgg
tcgagctggacggegacgtaaacggccacaagttcagegtgtccggegagggegagggegatgecacctacggeaagetg
accctgaagttcatctgcaccaccggceaagcetgeecgtgeectggeccaccctecgtgaccacccetgacctacggegtgca
gtgcttcagecgetacceccgaccacatgaageageacgacttcttcaagtccgecatgeccgaaggetacgteccaggage
gcaccatcttcttcaaggacgacggcaactacaagacccgegecgaggtgaagticgagggcegacaccctggtgaaccge
atcgagctgaagggcatcgacttcaaggaggacggcaacatcctggggcacaagetggagtacaactacaacagecacaa
cgtctatatcatggccgacaagcagaagaacggeatcaaggtgaacttcaagatccgecacaacatcgaggacggeageg
tgcagctcgecgaccactaccagecagaacacccccatcggegacggecccegtgetgetgeccgacaaccactacctgage
acccagtccgeectgagcaaagaccccaacgagaagegegatcacatggtectgetggagttcgtgaccgecgecgggat
cactctcggcatggacgagcetgtacaaggaattctaactagagetcgetgatcagectegactgtgecttctagttgeca
gecatetgttgtttgccectececegtgecttecttgacectggaaggtgecactcccactgtectttcctaataaaatg
aggaaattgcatcgcattgtctgagtaggtgtcattctatictgggeggtggegtgggecaggacagcaagggggageat
tgggaagagaatagcaggeatgctggggageggccgecaggaaccectagtgatggagttggccacteectetetgegege
tcgetegetcactgaggecgggegaccaaaggtecgecegacgececgggcetttgececgggeggectcagtgagegagegag
cgecgeagetgectgecaggggegectgatgeggtattttctecttacgeatetgtgeggtatttcacaccgeatacgtcaa

agcaaccatagt





