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	pvalue
	HR
	Low 95%CI
	High 95%CI

	ST6GALNAC4
	0.00001
	1.56311
	1.28081
	1.90763

	DAB2
	0.00002
	1.40637
	1.20181
	1.64575

	LHFPL2
	0.00007
	1.57196
	1.25666
	1.96636

	PFKP
	0.00015
	1.25443
	1.11581
	1.41027

	CTSC
	0.00051
	1.31834
	1.1281
	1.54068

	OGFRL1
	0.00051
	1.71041
	1.26362
	2.31516

	CSF1
	0.00056
	1.36244
	1.14288
	1.62417

	SLC7A8
	0.00075
	1.42319
	1.15912
	1.74741

	PTGS1
	0.00099
	1.47033
	1.16891
	1.84948

	LAMB1
	0.00105
	1.28214
	1.10507
	1.4876

	PLAUR
	0.00112
	1.3741
	1.13506
	1.66347

	B3GNT9
	0.00118
	1.46223
	1.1622
	1.83972

	OLFML2B
	0.00125
	1.30914
	1.11155
	1.54185

	SPRED1
	0.00152
	1.51787
	1.17285
	1.96438

	ADAP2
	0.00163
	1.5639
	1.18403
	2.06566

	ZNF532
	0.0018
	1.5762
	1.18456
	2.09732

	PIP4K2A
	0.0018
	1.51632
	1.16752
	1.96934

	PLEKHB2
	0.00249
	1.38076
	1.12028
	1.7018

	RGS2
	0.00251
	1.19299
	1.064
	1.33762

	PFKFB3
	0.00299
	1.20703
	1.06603
	1.36668

	EFNB1
	0.00322
	1.37858
	1.11343
	1.70689

	MMP14
	0.00327
	1.21518
	1.0672
	1.38369

	RAP2B
	0.00329
	1.47433
	1.13807
	1.90994

	CREB3L1
	0.00384
	1.25866
	1.07688
	1.47113

	FSCN1
	0.0043
	1.27184
	1.07834
	1.50007

	RASA3
	0.00456
	1.35042
	1.09729
	1.66194

	ZDHHC7
	0.00573
	1.41262
	1.10561
	1.80487

	GPR34
	0.00602
	1.42223
	1.10614
	1.82865

	SLC7A7
	0.00653
	1.33784
	1.08474
	1.65001

	FCGR2A
	0.00827
	1.33544
	1.07742
	1.65526

	ELF4
	0.00829
	1.30876
	1.07176
	1.59816

	PDLIM3
	0.0084
	1.37674
	1.08539
	1.74631

	CHST11
	0.00978
	1.28849
	1.06307
	1.56171

	ITGAM
	0.01048
	1.30313
	1.064
	1.596

	GMIP
	0.01216
	1.38607
	1.0739
	1.789

	SRPX2
	0.01384
	1.24068
	1.04492
	1.47312

	PAM
	0.01386
	1.27876
	1.05132
	1.5554

	PLTP
	0.01394
	1.14887
	1.02855
	1.28327

	SLC6A6
	0.0147
	1.24403
	1.04386
	1.48258

	GAL3ST4
	0.01484
	1.37258
	1.06388
	1.77086

	TLR2
	0.01566
	1.28203
	1.04808
	1.56819

	NUMBL
	0.01949
	1.42816
	1.05904
	1.92592

	LAMA4
	0.01993
	1.31784
	1.04456
	1.66263

	CDR2L
	0.02288
	1.23884
	1.03014
	1.48981

	LIMCH1
	0.02344
	1.30235
	1.03634
	1.63664

	AFAP1L1
	0.0248
	1.45824
	1.04899
	2.02715

	ITGA3
	0.02759
	1.17979
	1.01841
	1.36674

	TPM4
	0.02784
	1.21932
	1.02184
	1.45498

	VCAN
	0.0284
	1.19343
	1.01888
	1.39789

	PPP1R18
	0.02945
	1.2294
	1.02084
	1.48057

	POSTN
	0.03035
	1.1461
	1.01303
	1.29666

	VSIG4
	0.03088
	1.19958
	1.01689
	1.41509

	STAB1
	0.03209
	1.25729
	1.01978
	1.55011

	ARHGAP18
	0.03228
	1.35806
	1.0262
	1.79724

	MSR1
	0.03311
	1.3273
	1.02295
	1.72219

	MYLIP
	0.03441
	1.28598
	1.01864
	1.62349

	PTGER4
	0.03611
	1.35517
	1.01988
	1.80068

	VCL
	0.03648
	1.28742
	1.01602
	1.63132

	RGS1
	0.03935
	1.14723
	1.00672
	1.30734

	MCUB
	0.03983
	1.26987
	1.01117
	1.59475

	CYBB
	0.04147
	1.1824
	1.0065
	1.38903

	PDE4A
	0.04151
	1.28501
	1.0097
	1.63539

	LOXL2
	0.04272
	1.27044
	1.00788
	1.6014

	CD300A
	0.04478
	1.27062
	1.00559
	1.60549

	PLAU
	0.0452
	1.20467
	1.00399
	1.44546

	TNFAIP8
	0.04705
	1.32508
	1.00367
	1.74941

	SLC9A9
	0.04773
	1.33486
	1.00289
	1.77672

	TBXAS1
	0.04776
	1.35068
	1.00297
	1.81892

	RAB31
	0.04802
	1.2403
	1.00188
	1.53545

	HK3
	0.04866
	1.27795
	1.00145
	1.6308

	ADPRH
	0.04891
	1.44798
	1.00178
	2.09292

	CD83
	0.04912
	1.28389
	1.00097
	1.64679



