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3,534 VUS variants (722 genes)
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1. DP >= 10 & DP <=1000
2. gnomAD MAF < 0.001 or NA
3. VAF > = 0.5
4. pLI score > 0.9
5. excluded LCR region
6. Coding region only
7. Exculded synonymous and benign 
variants from ClinVar

Filtering criteria

SKAT-O test for burden test
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