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Table S1. Validated PCR primers for selected differentially expressed genes (upregulated = red; downregulated = green) after PBM treatment.
	Gene
	Cat no.
	Assay ID

	Sema6d
	4351372
	Rn01485136_g1

	Unc5b
	4331182
	Rn00573551_m1

	L1cam
	4331182
	Rn00493049_m1

	Map1b
	4331182
	Rn01494211_m1

	S100a9
	4331182
	Rn00585879_m1

	S100a10
	4331182
	Rn06378613_s1

	Cox7c
	4331182
	Rn01493939_g1

	Cox7b
	4351372
	Rn00822088_g1

	Housekeeping gene

	Gapdh
	4331182
	Rn01775763_g1



