Figure S1. Heatmaps of metabolite expression changes during after ALT using untargeted liquid chromatography-mass spectrometry (LC-MS). Heatmap of negative (A) and positive (B) metabolite expression changes between postoperative day 1 and preoperative. Heatmap of negative (C) and positive (D) metabolite expression changes between postoperative day 5 and between postoperative day 1. (E) Correlation analysis between KLF14 and differential metabolites.
Figure S2. Enrichment analysis of differentially expressed metabolites in ALT. KEGG pathways of negative (A) and positive (B) metabolite expression changes between postoperative day 1 and preoperative. (C) KEGG pathways of positive metabolite expression changes between postoperative day 1 and preoperative.
Figure S3. Heatmaps of metabolite expression changes during after PH using untargeted liquid chromatography-mass spectrometry (LC-MS). Heatmap of negative (A) and positive (B) metabolite expression changes between postoperative day 1 and preoperative. Heatmap of negative (C) and positive (D)metabolite expression changes between postoperative day 5 and between postoperative day 1. (E) Correlation analysis between KLF14 and differential metabolites.
Figure S4. Enrichment analysis of differentially expressed metabolites in PH. KEGG pathways of negative (A) and positive (B) metabolite expression changes between postoperative day 1 and preoperative. KEGG pathways of negative (C) and positive (D) metabolite expression changes between postoperative day 1 and preoperative.
[bookmark: _GoBack]Figure S5. Images of expression of KLF14 and PI3K-AKT pathway protein detected by Western blot before and after ALT (A) and PH (B) surgery.

