[bookmark: OLE_LINK9][bookmark: OLE_LINK10][bookmark: OLE_LINK7][bookmark: OLE_LINK8]Table S2: PCR primers, temperature settings, and cycle numbers with nucleotide substitution models, information on gamma distribution, and proportion of invariable sites for the ML inference and models selected for Bayesian inference.

	Marker
	genome
	Primer
	Annealing Temp.
	PCR Cycles
	AICc Model
	Gamma
	P.inv
	BIC model

	Mini collagen 
	nuclear
	5’-TGTACTTGCATCGTGTCTTGTAGCCATAG-3’
	54 °C
	25
	HKY+G4
	0.7359
	0.1792
	HKY+G4

	
	
	5’-ATAGGTCCCATACATCCTGGTGTGCC-3’
	
	
	
	
	
	

	[bookmark: _Hlk183607577]4706
	nuclear
	5’-GGGCAGAGATCACAAAGAGC-3’
	50 °C
	25
	JC
	0
	0
	HKY

	
	
	5’-CTGCAGCATCAAAGACTTGAG-3’
	
	
	
	
	
	

	PMCA
	nuclear
	5’-AAGGAATTGGTGGCTTTCCT-3’
	[bookmark: OLE_LINK16][bookmark: OLE_LINK17]50 °C
	25
	HKY
	0.0216
	0.8629
	HKY+I

	
	
	[bookmark: OLE_LINK3][bookmark: OLE_LINK4]5’-CACAGACGACCATCTTTCCA-3’
	
	
	
	
	
	

	[bookmark: _Hlk183608627]mtCR

	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]mitochondrial
	5’-CAGAGTAAGTCGTAACATAG-3’
5’-AATTCCGGTGTGTGTTCTCT- 3’
	54 °C
	25
	[bookmark: OLE_LINK12][bookmark: OLE_LINK13]HKY+G4
	0.0219
	0.0214
	HKY+G4

	Nuclear Combined
	4706-PMCA-Mini Collagen
	
	
	
	TPM2uf+I
	0.2721
	0.6809
	HKY+I



