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Figure S1. The forest plots of Spleen volume on UC.
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Figure S2. The forest plots of Spleen volume on CD.
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Figure S3. The scatter plots of Spleen volume on UC
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Figure S4. The scatter plots of Spleen volume on CD.
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Figure S5. The leave-one-out plots of Spleen volume on UC.
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Figure S6. The leave-one-out plots of Spleen volume on CD.
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Figure S9.The result after removing rs11676298 SNP from the UC-FinnGen

database by leave-one-out method.
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Exposure  Source Cases Noncases 0dds Ratio OR [95%—CI] P
Spleen volume UC IIBDGC 6,968 20, 464 —'_ 1.223 [1.055, 1.417] 0.008
Spleen volume UC FinnGen 5,931 405, 386 —*— 1.169 [1.003, 1.363] 0.045
Spleen volume UC GWAS 7Z K 4,211 199,773 T 1.123 [0.959, 1.314] 0.151
Spleen volume UC_GWAS J L 2,569 453,779 1.075 [0.855, 1.352] 0.534
Spleen volume UC GWAS D H 2,515 482,083 1.001 [0.999, 1.002] 0.328
Spleen volume UC GWAS S S 5,371 412,561 ——"— 1.188 [1.008, 1.399] 0.040

Random effects model , O 1.115 [1.014, 1.227]
Heterogeneity: I =172% 1 = 0.009, X5 =17.69 (p < 0.01) !
Test for overall effect: z = 2.24 (p = 0.025) 0.8 1 1. 25 1.5
Exposure  Source Cases Noncases 0dds Ratio OR [95%-CI] P
Spleen volume CD_ITBDGC 5,956 14,927 *: 1.235 [1.026, 1.488] 0.026
Spleen volume CD FinnGen 1,731 392,974 E 1.308 [1.026, 1.667] 0.030
Spleen volume CD_GWAS 7 K 1,826 201,030 , 1.316 [1.037, 1.670] 0.024
Spleen volume CD GWAS J L 1,342 455,006 i 1.246 [0.923, 1.682] 0.151
Fixed effect moel 2 - 1272 [1.133, 1.428]
Heterogeneity: I = 0%, 'c =0, x,=0.24 (p =0.97) ! !
Test for overall effect: z = 4.08 (p < 0.001) 0.9 1 1.1 1.7

Figure S11.Meta-analysis.



