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Cell count of duodenal tissue sample in CeD and control group
	Cell type
	Total cells
	CeD1
	Ctrl1
	CeD2
	Ctrl2
	CeD3
	Ctrl3

	B_cell
	742
	166
	6
	265
	12
	285
	8

	Endothelial_cell
	46
	6
	2
	13
	2
	19
	4

	Enterocyte
	133
	8
	37
	7
	10
	54
	17

	Enteroendocrine_cell
	110
	23
	17
	39
	5
	9
	17

	ILC
	348
	175
	6
	111
	6
	44
	6

	Mast_cell
	1160
	642
	191
	58
	18
	218
	33

	Myeloid_cell
	219
	53
	15
	63
	13
	36
	39

	NK_cell
	1039
	299
	57
	509
	31
	95
	48

	Plasma_cell
	2023
	131
	114
	152
	118
	1349
	159

	T_cell
	15260
	3013
	1807
	4269
	1248
	3425
	1498
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Differentially expression Genes of T cells in CeD and control groups
	Genes
	G1_avg
	G2_avg
	G1/G2 Fold Change
	P value

	TRAT1
	0.424397822
	0.79684604
	1.877592197
	3.9329E-146

	DUSP4
	0.56212616
	0.99697026
	1.773570294
	1.1228E-124

	CLDND1
	0.590841766
	1.009310875
	1.708259186
	1.0777E-150

	ISCU
	0.506180397
	0.822113059
	1.62415033
	1.1288E-106

	RNF19A
	0.581588463
	0.940346814
	1.61685947
	4.9055E-111

	CEMIP2
	0.498612528
	0.795752121
	1.595932866
	1.16167E-86

	LIMD2
	0.518800207
	0.826741308
	1.593563951
	5.16775E-100

	BCL11B
	0.535784528
	0.839911465
	1.567629187
	3.60573E-94

	NDUFV2
	0.586609784
	0.91396999
	1.558054461
	3.8019E-99

	YWHAB
	0.835376563
	1.295441823
	1.550727995
	3.3769E-162

	ETS1
	0.727762735
	1.117438698
	1.535443687
	2.6993E-120

	HNRNPM
	0.716360624
	1.081476125
	1.509681142
	5.9872E-120

	COPE
	0.474097714
	0.712118871
	1.502050842
	4.17822E-72

	AC020916.1
	1.067367008
	0.681223724
	0.6382282
	3.13973E-90

	KLRD1
	1.202412103
	0.761992273
	0.633719729
	1.5643E-126

	KLRK1
	1.052801214
	0.643864608
	0.611572821
	4.9575E-129

	CD55
	0.915935791
	0.552122707
	0.602796302
	8.2098E-110

	LDLRAD4
	1.432413382
	0.852440075
	0.59510759
	8.0463E-230

	GPR65
	0.999874036
	0.5642969
	0.56436799
	2.4505E-162

	ATP1B3
	2.323204373
	1.276273112
	0.549358949
	0

	CD8A
	0.974910801
	0.529700154
	0.543331916
	1.0282E-167

	ANKRD28
	1.201138904
	0.650544046
	0.541606007
	4.3182E-204

	XCL2
	1.536354392
	0.597195578
	0.38870952
	1E-296


G1_avg, Average gene expression in CeD group; G2_avg, Average gene expression in Ctrl group; G1/G2 Fold Change, Fold difference in expression between CeD group and Ctrl group.

1.4 Table S3  
Top10 differentially expressed genes in four CD4+ T cell subsets
	Genes
	G1/G2 Fold Change
	P value
	Cell type

	HSPA6
	10.07853969
	1.4914E-150
	C1_CD4

	DDX3Y
	9.319868944
	1.0659E-294
	C1_CD4

	RPS4Y1
	8.261554338
	＜0.001
	C1_CD4

	EGR1
	7.548651196
	9.7073E-148
	C1_CD4

	HSPA1B
	7.148276567
	＜0.001
	C1_CD4

	NR4A1
	6.407095288
	2.5527E-186
	C1_CD4

	HSPA1A
	5.46144592
	＜0.001
	C1_CD4

	IGHA1
	5.095817651
	3.9869E-182
	C1_CD4

	IGKC
	4.897658025
	1.7431E-173
	C1_CD4

	IFNG
	4.486747355
	5.8155E-104
	C1_CD4

	AUTS2
	3.602110932
	5.7517E-108
	C2_CD4

	ABCG1
	3.207692376
	7.52379E-72
	C2_CD4

	ABLIM1
	3.106357127
	1.6766E-107
	C2_CD4

	RALA
	3.096681359
	9.5745E-163
	C2_CD4

	HGSNAT
	2.899576821
	1.27933E-65
	C2_CD4

	CMTM8
	2.840147001
	5.92278E-60
	C2_CD4

	THBS1
	2.737909419
	4.7266E-67
	C2_CD4

	GFI1
	2.66791295
	7.19131E-59
	C2_CD4

	POU2F2
	2.651016404
	2.07124E-94
	C2_CD4

	ITM2C
	2.649231531
	9.66335E-82
	C2_CD4

	IFIT1
	117.1268612
	＜0.001
	C3_CD4

	IFIT3
	72.5721324
	＜0.001
	C3_CD4

	IFIT2
	34.07362618
	6E-304
	C3_CD4

	HERC6
	19.32321203
	1.05681E-75
	C3_CD4

	HERC5
	18.54633101
	2.7804E-184
	C3_CD4

	OASL
	15.2568829
	2.5407E-175
	C3_CD4

	DDX60
	12.87792929
	5.37524E-86
	C3_CD4

	IFIH1
	10.92113944
	3.7192E-88
	C3_CD4

	OAS2
	10.49797921
	6.71178E-38
	C3_CD4

	IFI44
	6.257599105
	4.12264E-39
	C3_CD4

	FOXP3
	26.23353973
	3.3287E-224
	C4_CD4

	LAYN
	25.01855665
	2.303E-236
	C4_CD4

	GEM
	16.10003399
	2.8871E-219
	C4_CD4

	IKZF2
	13.79653333
	1.7269E-204
	C4_CD4

	MAGEH1
	11.7394624
	1.185E-200
	C4_CD4

	LIMA1
	7.891199422
	4.2157E-182
	C4_CD4

	GK
	7.776545109
	＜0.001
	C4_CD4

	HLA-DRB1
	7.384263835
	2.0276E-130
	C4_CD4

	CTLA4
	7.127468297
	1E-295
	C4_CD4

	TBC1D4
	7.068545143
	3.8752E-254
	C4_CD4


G1_avg, Average gene expression in CeD group; G2_avg, Average gene expression in Ctrl group; G1/G2 Fold Change, Fold difference in expression between CeD group and Ctrl group.


1.5 Table S4 
Top10 differentially expressed genes in six CD8+ T cell subsets
	Genes
	G1/G2 Fold Change
	P value
	Cell type

	TNFSF9
	4.618831481
	3.2986E-109
	C1_CD8

	CCL4L2
	4.228526698
	2.6819E-125
	C1_CD8

	AL499604.1
	3.80022866
	2.82788E-98
	C1_CD8

	EGR1
	3.798093268
	5.3299E-119
	C1_CD8

	HSPA1B
	3.738331956
	1.518E-241
	C1_CD8

	TRAF3IP3
	3.243589293
	2.11401E-69
	C1_CD8

	TBC1D10C
	3.133256018
	5.72139E-88
	C1_CD8

	DNAJB4
	3.113935127
	7.9181E-102
	C1_CD8

	IFNG
	3.079498742
	6.2441E-140
	C1_CD8

	AC007952.4
	2.852959856
	6.64812E-54
	C1_CD8

	NABP1
	1.965299374
	3.17188E-08
	C2_CD8

	SYNE2
	1.845725185
	6.71217E-12
	C2_CD8

	MACF1
	1.834984297
	0.001274981
	C2_CD8

	AC020916.1
	1.741714203
	2.3875E-22
	C2_CD8

	MT-ND4L
	1.699561152
	4.30605E-74
	C2_CD8

	MT-ND5
	1.631269422
	＜0.001
	C2_CD8

	GZMK
	17.3974333
	＜0.001
	C3_CD8

	GZMH
	9.911964909
	4.8503E-268
	C3_CD8

	SH2D1A
	6.768122088
	9.372E-191
	C3_CD8

	CTSW
	5.979157762
	1.9984E-196
	C3_CD8

	YBX3
	5.700817929
	2.5711E-114
	C3_CD8

	GNLY
	5.381609927
	2.46285E-89
	C3_CD8

	CXCR3
	4.631281062
	7.94398E-90
	C3_CD8

	GZMB
	4.2580012
	6.5695E-155
	C3_CD8

	CMC1
	4.254540102
	2.34944E-72
	C3_CD8

	MT2A
	4.230598219
	4.2505E-145
	C3_CD8

	RPS4Y1
	6.493948763
	＜0.001
	C4_CD8

	IGHA1
	6.214673482
	＜0.001
	C4_CD8

	IGLC2
	5.577755028
	2.1286E-221
	C4_CD8

	IGHM
	5.470600296
	8.9212E-257
	C4_CD8

	DDX3Y
	5.397966167
	＜0.001
	C4_CD8

	IGKC
	5.211635268
	＜0.001
	C4_CD8

	TRDC
	4.955282539
	2.7194E-149
	C4_CD8

	BAG3
	4.171112719
	7.6771E-163
	C4_CD8

	NR4A1
	3.852709245
	3E-299
	C4_CD8

	HSPA1A
	3.497947732
	＜0.001
	C4_CD8

	CYSTM1
	2.24959728
	4.9213E-94
	C5_CD8

	PRXL2C
	2.211511769
	6.02688E-94
	C5_CD8

	HES4
	2.120669007
	7.44278E-83
	C5_CD8

	ATP1B3
	2.107533444
	＜0.001
	C5_CD8

	TUBB2A
	2.065950179
	3.50261E-84
	C5_CD8

	CYP51A1
	2.008306378
	3.35492E-56
	C5_CD8

	FAM122C
	2.000267469
	2.07606E-45
	C5_CD8

	CD55
	1.995915334
	5.6313E-170
	C5_CD8

	INSIG1
	1.955194061
	7.3349E-108
	C5_CD8

	MGAT4A
	1.944902666
	3.5847E-119
	C5_CD8

	CDCA7
	10.48975409
	＜0.001
	C6_CD8

	HIPK2
	5.790121584
	2.2543E-279
	C6_CD8

	PRR5L
	5.571416509
	1.2948E-242
	C6_CD8

	HLA-DRA
	5.12160683
	1.7638E-207
	C6_CD8

	LAYN
	4.70885769
	1.1903E-212
	C6_CD8

	ABCG1
	4.41436105
	3.8734E-203
	C6_CD8

	RFTN1
	4.311073266
	2E-306
	C6_CD8

	ASB2
	4.305566593
	＜0.001
	C6_CD8

	GALNT2
	4.243240248
	＜0.001
	C6_CD8

	AGPAT5
	4.193588261
	1.4528E-170
	C6_CD8


G1_avg, Average gene expression in CeD group; G2_avg, Average gene expression in Ctrl group; G1/G2 Fold Change, Fold difference in expression between CeD group and Ctrl group.
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