Radiation exposure induces genome-wide alternative
splicing events in Aedes aegypti mosquitoes
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Supplementary Figure 1 (pages 1-88). Significant A3SS Sashimi Plots
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




\aeglL5_3:153050197:153050486:+@chrAaeglL5_3:153050840:153051562:+@chrAaeglL5_3:153051086:15305156

AAEL013431 H2Ocontrol-1 IncLevel: 0.98

RPKM
=

8
i IS
3
AAEL013431 H2Ocontrol-2 IncLevel: 0.98
W .
i - P —

AAEL013431 H2Ocontrol-3 IncLevel: 0.97

%
5

AAEL013431 H2Ocontrol-4 IncLevel: 0.95

i vt

AAEL013431 H20xray-1 IncLevel: 0.94

RPKM
=

RPKM
=

RPKM RPKM
= =
g::a ™ g::a N

!
l

RPKM
=

i

AAEL013431 H20xray-3 IncLevel: 0.91

— 13 —
AAEL013431 H20xray-4 IncLevel: 0.97

— 7
T

NuUoan NuUoa NuUoa N NuUoan NuUoan NuUoa
I |

RPKM
=

RPKM
=
Nuoan
|

I T T 1
153050197 153050413 153050913 153051129 153051345 153051561

Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand




\aeglL5_3:169112915:169113111:+@chrAaeglL5_3:169113701:169114238:+@chrAaeglL5_3:169113734:16911423
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




\aeglL5_3:292661820:292661981:+@chrAaegl5_3:292662972:292663319:+@chrAaegl5_3:292662993:29266331

E Tr, . AAEL004209 H2O0control-1 IncLevel: 0.47
a 3 ]
237 ol .
e —
= 75 . AAEL004209 H20control-2 IncLevel: 0.15
& 372
€173 el , I —
~ 11— ———
5 75 _ AEL004209 H20control-3 IncLevel: 0.30
a 3 .
e 122.5:  mmmmem R —
= _ AAEL004209 H2Ocontrol-4 IncLevel: 0.47
¥ 3787
2173] ommmem e
S
E ; - AAEL004209 H20xray-1 IncLevel: 0.18
a 3 ]
= 1£§: S 1 et
5 75 - AAEL004209 H20xray-2 IncLevel: 0.47
a 3 g:
€ 1787 B e ———
J ] [ —
E 75 - AAEL004209 H20xray-3 IncLevel: 0.00
£ 78
1251 _cometwm T
J ] ) 4 P
= - AAEL004209 H20xray-4 IncLevel: 0.00
5 375% ] ’
1757 et ____ It
- 2 . -
I T T T T T
292661820 292661961 292662591 292663036 292663177 292663318

Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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\aegl5_1:246836091:246836336:+@chrAaeglL5_1:246836091:246836347:+@chrAaegl5_1:246836608:24683709

Supplementary Figure 2 (pages 1-104). Significant ASSS Sashimi Plots
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand




\aeglL5_3:148550030:148550203:+@chrAaeglL5_3:148550030:148550417:+@chrAaeglL5_3:148550665:14855079
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand




rAaeglL5_3:403416255:403416558:-@chrAaeglL5_3:403417521:403417862:-@chrAaeglL5_3:403417825:40341786.
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Genomic coordinate (chrAaeglL5_3), "-" strand




rAaegl5_2:182902698:182903073:-@chrAaeglL5_2:182905113:182905431:-@chrAaeglL5_2:182905126:18290543:
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand




rAaeglL5_3:403416255:403416558:-@chrAaeglL5_3:403417438:403417862:-@chrAaeglL5_3:403417825:40341786.
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand

RPKM

RPKM

SEVREE

RPKM




rAaeglL5_1:213093403:213093934:-@chrAaeglL5_1:213094057:213094453:-@chrAaeglL5_1:213094160:21309445.

E i . AAEL024953 H20control-1 IncLevel: 1.00

& 8: ey W
_ SR

E . AAEL024953 H20control-2 IncLevel: 1.00

o 18 . 5

o ] a— . M

5 i . AAEL024953 H20control-3 IncLevel: 1.00
E 3

& 8 . Iw

E _ AAEL024953 H2Ocontrol-4 IncLevel: 0.79

o 18 . 5

o ] _'- ! “

3

5 . AAEL024953 H20xray-1 IncLevel: 0.74

o 18 ] 3

= 18 =
. R - g

E 1 - AAEL024953 H20xray-2 IncLevel: 1.00
1 5

@ 5 ] —aaliiiecentuihe. il
RS

. 1 -

E . AAEL024953 H20xray-3 IncLevel: 0.80

o 15 ] 3

E - S
a 4——~IIII-!T , =

E 15 . AAEL024953 H20xray-4 IncLevel: 0.45

o ] 1

o ]

. 6 .
I T T T T 1
213094453 213094264 213094074 213093785 213093595 213093405

Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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\aeglL5_3:148877807:148878225:+@chrAaeglL5_3:148877807:148878382:+@chrAaegl5_3:148897712:14889831

E AAEL027340 H2Ocontrol-1 IncLevel: 1.00
F s —— ™
5 g . AAEL027340 H20control-2 IncLevel: 0.83
a 21
T 2 o b 7 FE—— Y
E . AAEL027340 H2O0control-3 IncLevel: 1.00
2F — e
E g . AAEL027340 H2Ocontrol-4 IncLevel: 1.00
o .
& 73 P — 10 — .
= -
¥ 2]
& g: 2,
5 -
o g: 72
o 5]
5 -
o g: 53
c 57
= -
¥ 2]
o a .
24 s

I T T T T 1

148877807 148880556 148885601 148890647 148895692 148898317
Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




rAaegl5_2:241302718:241303641:-@chrAaegl5_2:241322809:241322951:-@chrAaegl5_2:241322821:24132295

= AAEL022773 H20control-1 IncLevel: 1.00

~ + 19

REE L el

E 71_ AAEL022773 H20control-2 IncLevel: 0.93

Z 5 g ;/ A T e, 4
L 3 B

E 71 AAEL022773 H20control-3 IncLevel: 0.65

@ 251 ° ki, il
- 3 -

E 71 AAEL022773 H20Ocontrol-4 IncLevel: 0.95

o g 24

% 2 ) R Y v
o 5 -

E 71 AAEL022773 H20xray-1 IncLevel: 0.83

o T E

£33 h o _ T

B o 3 o e

= AAEL022773 H20xray-2 IncLevel: 0.78

x%g T

< 3 ) e

S o 7 N e

s 28 AAEL022773 H20xray-3 IncLevel: 0.71

g 2 [

X

AAEL022773 H20xray-4 IncLevel: 0.81

:

_ - 6 o e —

RPKM
N N
vuvo

|

|

|
|
|
\
\
\
!
3
\

T T T T 1
241322951 241318621 241313726 241308825 241303930 241302720

Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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AAEL022328 H20control-1 IncLevel: 0.75

RPKM
1|/

AAEL022328 H20control-2 IncLevel: 0.85

RPKM

N
\

AAEL022328 H2Ocontrol-3 IncLevel: 0.77

RPKM

|

!
l

AAEL022328 H20Ocontrol-4 IncLevel: 0.86

LLLLll Ll '_I_I_I Ll
l\
I

RPKM
a
Y,

AAEL022328 H20xray-1 IncLevel: 0.86

10

RPKM
NUblw  NUbdw  Nutow  NUddw  NUtdw  Nutow  NUtdw

e st ———
— - 2 -
E - AAEL022328 H20xray-2 IncLevel: 0.84
Z 31 I . e ————
- — 3 N
E . AAEL022328 H20xray-3 IncLevel: 1.00
o gl ] 8
o 8 _L.
. . R A
E . AAEL022328 H20xray-4 IncLevel: 1.00
o #Z-87]
& 31% ] e —— —
I T T T T T
112698543 112698476 112698409 112698234 112698167 112698100

Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaegL5_3), "-" strand




\aeglL5_3:153050197:153050486:+@chrAaeglL5_3:153050197:153050632:+@chrAaeglL5_3:153051086:15305156
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaegL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand




rAaeglL5_3:403416255:403416594:-@chrAaeglL5_3:403417438:403417862:-@chrAaegl5_3:403417722:40341786.
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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AAEL024235 H20control-1 IncLevel: 0.30

RPKM
o

]

AAEL024235 H20control-2 IncLevel: 0.34

RPKM
=

|

AAEL024235 H20Ocontrol-3 IncLevel: 0.10

RPKM
—ut

S
|
I

RPKM
o

|

el sl

R

AAEL024235 H20xray-1 IncLevel: 0.43

RPKM
o

I |
fun
|
|

T
il

AAEL024235 H20xray-2 IncLevel: 0.00

RPKM
o

[

g AAEL024235 H20control-4 IncLevel: 0.18
g AAEL024235 H20xray-3 IncLevel: 0.00

RPKM
—ut

Ll

AAEL024235 H20xray-4 IncLevel: 0.00

RPKM
oduiaN
L

T T T T
48968352 48968142 48967116 48966150 48965940 48965730

Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand




rAaegl5_1:176469242:176469881:-@chrAaegl5_1:176474139:176474582:-@chrAaegl5_1:176474462:17647458.
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Supplementary Figure 3 (pages 1-17). Significant MXE Sashimi Plots
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3:363086670:+@chrAaegl5_2:363086839:363087034:+@chrAaegl5_2:363087574:363087766:+@chrAaeglL5_2:3

2 4 AAEL008607 H20control-1 IncLevel: 0.44
X ]%g 50 :
o 1% //’ 32 1
e« jL_,\..f I u kL b
= 4 AAEL008607 H2Ocontrol-2 IncLevel: 0.33
¥ 1717.8 1
a4 % 328 39 ]
— ' - 1 - > - I il
2 49 - AAEL008607 H20control-3 IncLevel: 0.47
o 1£%§ . .
© 31 22
: [
B M
= 4 AAEL008607 H2Ocontrol-4 IncLevel: 0.38
£
5 48 25
L B T S
E 1 49 -
e z: .55 30
- 4
=
X1 W
o %: 32 26
- 1
S 149 -
=15,
1
5 1 49 1
4 % 42 36
T T T T T 1
363086628 363094781 363104652 363114522 363124387 363133030

Genomic coordinate (chrAaeglL5_2), "+" strand




93:292118022:-@chrAaegl5_3:292111135:292111299:-@chrAaeglL5_3:292109785:292109955:-@chrAaeglL5_3:29

5 71 AAEL027978 H2Ocontrol-1 IncLevel: 1.00
= 7.
x > g Lf 2
. - - u
E 71_ AAEL027978 H20Ocontrol-2 IncLevel: 1.00
= 7.
e« 2.% L,, 7S 2 -
E 71 AAEL027978 H20Ocontrol-3 IncLevel: 0.00
= 7.
© 2 g i 1
. [ — 2
E 71 AAEL027978 H20Ocontrol-4 IncLevel: 1.00
= 7.
e 2.5 1_,,; R — 2 . S
= -
¥ 793
@ 2.5 3 1
g 107
[a W . _
& 2.3 ] ’ !
= -
¥ 787
o« 2.8 : 3
= .
4
2.5 1
I T T T T 1
292118022 292109026 292097380 292085730 292074085 292063028
Genomic coordinate (chrAaegL5_3), "-" strand
| | |




\aeglL5_3:346068483:346068875:+@chrAaeglL5_3:346068483:346069312:+@chrAaeglL5_3:346068930:34606931

Supplementary Figure 4 (pages 1-12). Significant Rl Sashimi Plots
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\aegl5 2:384201865:384202033:+@chrAaegl5 2:384202606:384202862:+@chrAaegl5 2:384209997:38421062
Supplementary Figure 5 (pages 1-68). Significant SE Sashimi Plots
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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chrAaegl5_2:62806686:62806867:+@chrAaeglL5_2:62808047:62811769:+@chrAaeglL5_2:62939236:62939578:+
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Genomic coordinate (chrAaegl5_2), "+" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




\aegl5_3:222331548:222331826:+@chrAaegl5_3:222338044:222338514:+@chrAaegl5_3:222357779:22235790
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Genomic coordinate (chrAaeglL5_3), "+" strand




rAaeglL5_1:153620249:153620369:-@chrAaeglL5_1:153578430:153578524:-@chrAaeglL5_1:153578254:15357836
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Genomic coordinate (chrAaeglL5_1), "-" strand
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AAEL023611 H2Ocontrol-1 IncLevel: 0.35

I T

7 I —

RPKM

EEFEEEE D
t
b

AAEL023611 H2Ocontrol-2 IncLevel: 0.07

RPKM

e S -1 T m

AAEL023611 H2Ocontrol-3 IncLevel: 0.37

RPKM

cas i

S 2 I

AAEL023611 H2Ocontrol-4 IncLevel: 0.41

- O
R T ma i 4 ﬁ S h
=
4
o
o 2 2
=
X
e 1
=
X
o 1 1
2
=
o
o % 2 2
2
T T T T 1
222331548 222336410 222340494 222346469 222352444 222357907

Genomic coordinate (chrAaeglL5_3), "+" strand




rAaegl5_1:215257262:215257481:-@chrAaeglL5_1:215257015:215257171:-@chrAaeglL5_1:215234051:21523412(

AAEL011261 H2Ocontrol-1 IncLevel: 0.68

=
¥ ﬁ . 5
e l S | h FrE .;u../l
. i
E AAEL011261 H20control-2 IncLevel: 0.32
o
= %1-. 1 : ’ . A
- . 2 - - 2= ha & o= h-A& .
5 % AAEL011261 H2Ocontrol-3 IncLevel: 1.00
a 2
[
e i‘ 2 . . L . LM
E % AAEL011261 H2Ocontrol-4 IncLevel: 0.53
o 5 .
e L 3 a4, _ . , . a .h-LAL.;,;]
S % ¢ AAELO011261 H20xray-1 IncLevel: 1.00
o 3 S ‘
o i—. L A -mm  aa - la e s s da-a.dkis a
E % AAEL011261 H20xray-2 IncLevel: 0.74
o
4 N RS — —
o« L__l A B o "1 a - - B - - 4. -di d._'
5 % AAEL011261 H20xray-3 IncLevel: 0.77
o
[ - -2 -
e and . ana - - TR RN |
.- o 1 o o
E % AAEL011261 H2Oxray-4 IncLevel: 1.00
o
o« "

- 1 o -~ B

T T T T 1
215257481 215253943 215248903 215243862 215238822 215234053

Genomic coordinate (chrAaeglL5_1), "-" strand
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\aeglL5_3:326858089:326858187:+@chrAaeglL5_3:326863317:326863809:+@chrAaegl5_3:326933772:32693445
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




chrAaegl5_1:11736910:11737049:-@chrAaegl5_1:11736316:11736624:-@chrAaeglL5_1:11735175:11735462:-
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Genomic coordinate (chrAaeglL5_1), "-" strand
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Genomic coordinate (chrAaeglL5_2), "-" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand




\aeglL5_2:335031527:335031590:+@chrAaeglL5_2:335046697:335046876:+@chrAaeglL5_2:335109560:33510966

AAEL019430 H2Ocontrol-1 InclLevel: 0.71
31 —mMmMM

RPKM
=
oLy,

:é N N | R // ‘I
. e v 1 - -
e T o I
5 . AAEL019430 H2O0control-2 IncLevel: 1.00
o %gg ] 0 ——
< 1584 —— o fo\v/’/‘/ ‘I
=3 _ AAELQ19430 H20c - 0.
v ] 22
o . .
sy, |
= T o, I
= AAEL019430 H2Ocontrol- :
o : % — |
S ; R
E -
£ 3443 ”
[a'd g8 - 17
E -
£ 3443 :
o '8 8
- 1
E -
£ 3443 ;
o '8 4 6
5 -
£ 3443 ’
o '8 8
- 1
I T T T T 1
335031527 335046793 335062369 335078269 335094173 335109663

Genomic coordinate (chrAaeglL5_2), "+" strand
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Genomic coordinate (chrAaegl5_1), "+" strand
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Genomic coordinate (chrAaeglL5_3), "+" strand
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