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Figure S1. Image map of air sampling sites of all four locations was created using ArcMap software ver 10.7.1.










Table S1. Site characteristics of sampling locations.
	Sampling sites
	Latitude
	Longitude
	Brief Description
	Ventilation at indoor site

	Sewage Treatment Plant (STP), JNU
	28°32'55"N
	77°09'54"E
	It was a single storey building comprising three units- inlet, outlet and pumproom. Pumproom was the indoor site while inlet and outlet were the two outdoor sites.
	Natural source through entrance door

	Munirka apartment (MA)
	28°33'19"N
	77°10'29"E
	It was a three-storey building. Sampling was done inside the living area of a flat located on the second floor (for indoor air sampling). Outdoor air sampling was done on the top floor of the building.
	Natural source through entrance door and balcony

	Munirka market complex (MMC)
	28°33'16"N
	77°10'25"E
	It was a single storey complex having at least 10 shops including medical clinics, musical instrument shops, eye spectacle shop, pharmacies, pathology labs.
	Natural source through wide open entrance

	Vasant Vihar Urban slum (VVUS)
	28°33'45"N
	77°09'07"E
	It was a small slum settlement, highly dense and congested place. People live here in small huts, roof of which are made up of plastic sheets and/or cemented slab. Indoor sampling was done from the living area of one of these huts. Outdoor site was outside of this hut where dirty and open drainage system was prevalent.
	Natural source through entrance door






Table S2. Meteorological conditions and number of individuals present at each sampling site.

	Sampling Sites
	Sampling Place
	Temperature (֯C)
	Relative Humidity (%)
	Light Intensity (lux)
	Ventilation Type
	No. of people during sampling
(Within 5m radius)

	
	
	Monsoon
	Winter
	Summer
	Monsoon
	Winter
	Summer
	Monsoon
	Winter
	Summer
	
	Monsoon
	Winter
	Summer

	Vasant Vihar Urban Slum
	Indoor
	32
	22
	39
	73
	53
	31
	73
	65
	313
	Natural
	3
	3
	2

	
	Outdoor
	32
	21
	40
	70
	56
	23
	2490
	2285
	3890
	Natural
	3
	3
	2

	Munirka Apartment
	Indoor
	33
	25
	40
	66
	43
	25
	72
	23
	52
	Natural
	4
	5
	7

	
	Outdoor
	33
	24
	42
	66
	35
	18
	13940
	7302
	19155
	Natural
	5
	6
	5

	Munirka market complex
	Indoor
	32
	23
	37
	70
	52
	29
	39
	14
	34
	Natural
	13
	11
	8

	
	Outdoor
	31
	22
	39
	69
	53
	26
	1616
	5240
	7209
	Natural
	151
	83
	121

	Sewage Treatment Plant (STP), JNU
	Indoor (Pump room)
	33
	17
	38
	72
	60
	38
	73
	65
	208
	Natural
	2
	4
	3

	
	Outdoor 1 (Inlet)
	32
	21
	44
	69
	48
	27
	15835
	12985
	7442
	Natural
	2
	4
	3

	
	Outdoor 2 (Outlet)
	31
	20
	42
	77
	49
	30
	4435
	10210
	12294
	Natural
	2
	4
	3






Table S3. Biochemical characterization of presumptive staphylococci at each sampling site across three seasons.
	Seasons
	Sampling sites# 
	MSA positive
	 BPA positive
	Morphology (cocci)
	Catalase test (Positive)
	Oxidase test (Negative)
	Coagulase test
	Total biochemical positive CoPS isolates
	Total biochemical positive CoNS isolates

	
	
	
	
	
	
	
	CoPS
	CoNS
	
	

	Monsoon
	VVUSI
	 53
	53/53
	33/53
	23/33
	18/23
	 1/18
	17/18
	1
	 17

	
	VVUSO
	44
	44/44
	43/44
	43/43
	34/43
	3/34
	31/34
	3
	31

	
	MAI
	19
	19/19
	17/19
	10/17
	8/10
	1/8
	7/8
	1
	7

	
	MAO
	 10
	10/10
	6/10
	3/6
	1/3
	0/1
	1/1
	0
	1

	
	MMCI
	38
	38/38
	37/38
	27/37
	24/27
	5/24
	19/24
	5
	19

	
	MMCO
	38
	38/38
	33/38
	3/33
	1/3
	0/1
	1/1
	0
	1

	
	STPI
	2
	2/2
	2/2
	1/2
	1/1
	0/1
	1/1
	0
	1

	
	STPO
	4
	4/4
	3/4
	3/3
	2/3
	1/2
	1/2
	1
	1

	
	STPPR
	2
	2/2
	1/2
	1/1
	1/1
	0/1
	1/1
	0
	1

	
	Total isolates
	210
	210/210
	175/210
	114/175
	90/114
	11/90
	79/90
	11
	79

	Winter
	VVUSI
	 40
	34/40
	23/34
	11/23
	6/11
	 0/6
	6/6
	0
	6

	
	VVUSO
	74
	70/74
	56/70
	48/56
	48/48
	0/48
	48/48
	0
	48

	
	MAI
	24
	18/24
	12/18
	10/12
	8/10
	0/8
	8/8
	0
	8

	
	MAO
	24
	21/24
	13/21
	13/13
	5/13
	0/5
	5/5
	0
	5

	
	MMCI
	120
	103/120
	87/103
	54/87
	38/54
	0/38
	38/38
	0
	38

	
	MMCO
	113
	85/113
	79/85
	61/79
	56/61
	0/56
	56/56
	0
	56

	
	STPI
	9
	5/9
	2/5
	2/2
	1/2
	0/1
	1/1
	0
	1

	
	STPO
	18
	15/18
	13/15
	13/13
	13/13
	0/13
	13/13
	0
	13

	
	STPPR
	11
	10/11
	9/10
	9/9
	6/9
	0/6
	6/6
	0
	6

	
	Total isolates
	433
	361/433
	294/361
	221/294
	181/221
	0/181
	181/181
	0
	181

	Summer
	VVUSI
	12
	9/12
	3/9
	3/3
	3/3
	0/3
	3/3
	0
	3

	
	VVUSO
	14
	8/14
	4/8
	4/4
	3/4
	0/3
	3/3
	0
	3

	
	MAI
	29
	20/29
	10/20
	10/10
	10/10
	0/10
	10/10
	0
	10

	
	MAO
	21
	18/21
	12/18
	12/12
	8/12
	0/8
	8/8
	0
	8

	
	MMCI
	14
	12/14
	3/12
	3/3
	3/3
	0/3
	3/3
	0
	3

	
	MMCO
	70
	65/70
	34/65
	22/34
	22/22
	0/22
	22/22
	0
	22

	
	STPI
	9
	2/9
	2/2
	2/2
	1/2
	0/1
	1/1
	0
	1

	
	STPO
	9
	3/9
	2/3
	2/2
	1/2
	0/1
	1/1
	0
	1

	
	STPPR
	15
	9/15
	3/9
	3/3
	1/3
	0/1
	1/1
	0
	1

	
	Total isolates
	193
	146/193
	73/146
	61/73
	52/61
	0/52
	52/52
	0
	52


#VVUSI: Vasant Vihar Urban Slum Indoor; VVUSO: Vasant Vihar Urban Slum Outdoor;
 MAI: Munirka Apartment Indoor; MAO: Munirka Apartment;
 MMCI: Munirka Market Complex Indoor; MMCO: Munirka Market Complex Outdoor;
 STPI: Sewage Treatment Plant Inlet; STPO: Sewage Treatment Plant Outlet; STPP: Sewage Treatment Plant Pumproom





Table S4a. Oligonucleotide sequences of primers used to detect antibiotic resistance genes.

	Classes of antibiotics
	Antibiotics
	Target genes 
	Oligonucleotide sequences
	Size of target region (bp)
	References

	β-lactam
	Oxacillin, Cefoxitin
	mecA
	Forward
	GTA GAA ATG ACT GAA CGT CCG ATA A
	310
	Jonas et. al., 2002

	
	
	
	Reverse
	CCA ATT CCA CAT TGT TTC GGT CTA A
	
	

	
	
	femB (Not a resistant marker)
	Forward
	TTA CAG AGT TAA CTG TTA CC
	651
	

	
	
	
	Reverse
	ATA CAA ATC CAG CAC GCT CT
	
	

	
	Ampicillin,
Cefuroxime
	blaZ
	Forward
	ACT TCA ACA CCT GCT GCT TTC
	173
	 Martineau et al., 2000

	
	
	
	Reverse
	TGA CCA CTT TTA TCA GCA ACC
	
	

	Macrolides/
Lincosamides
	Erythromycin
	ermC
	Forward
	AAT CGT CAA TTC CTG CAT GT
	299
	Ardic et al., 2005

	
	
	
	Reverse
	TAA TCG TGG AAT ACG GGT TTG
	
	

	
	
	ermA
	Forward
	AAG CGG TAA ACC CCT CTG A
	190
	

	
	
	
	Reverse
	TTC GCA AAT CCC TTC TCA AC
	
	

	
	Azithromycin,
Clindamycin
	msrA
	Forward
	GGCACAATAA GAGTGTTTAA AGG
	940
	Lina et al., 1999

	
	
	
	Reverse
	AAGTTATATC ATGAATAGAT TGTCCTGTT
	
	

	Folate pathway inhibitors
	Trimethoprim
	dfrG
	Forward
	TGCTGCGATGGATAAGAA
	405
	Argudín et al., 2011

	
	
	
	Reverse
	TGGGCAAATACCTCATTCC
	
	

	
	
	dfrS1(dfrA)
	Forward
	CACTTGTAATGGCACGGAAA
	270
	

	
	
	
	Reverse
	CGAATGTGTATGGTGGAAAG
	
	

	
	
	dfrK
	Forward
	CAAGAGATAAGGGGTTCAGC
	229
	

	
	
	
	Reverse
	ACAGATACTTCGTTCCACTC
	
	

	Aminoglycosides
	Gentamicin
	aac(6')/aph(2'')
	Forward
	CAGAGCCTTGGGAAGATGAAG
	348
	Khosravi et al., 2017

	
	
	
	Reverse
	CCTCGTGTAATTCATGTTCTGGC
	
	

	
	
	aph(3)-IIIa
	Forward
	GGCTAAAATGAGAATATCACCGG
	523
	

	
	
	
	Reverse
	CTTTAAAAAATCATACAGCTCGCG
	
	

	
	
	ant(4)-Ia
	Forward
	CAAACTGCTAAATCGGTAGAAGCC
	294
	

	
	
	
	Reverse
	GGAAAGTTGACCAGACATTACGAA
	
	

	Tetracyclines
	Tetracycline
	tet(K)
	Forward
	GTA GCG ACA ATA GGT AAT AGT
	360
	Ardic et al., 2005

	
	
	
	Reverse
	GTA GTG ACA ATA AAC CTC CTA
	
	

	
	
	tet(M)
	Forward
	AGT GGA GCG ATT ACA GAA
	158
	

	
	
	
	Reverse
	CAT ATG TCC TGG CGT GTC TA
	
	

	Phenicols
	Chloramphenicol C
	fexA
	Forward
	GTA CTT GTA GGT GCA ATT ACG GCT GA 
	1272
	Kehrenberg and Schwarz, 2006; Udo et al., 2021

	
	
	
	Reverse
	CGC ATC TGA GTA GGA CAT AGC GTC
	
	

	
	
	cfr
	Forward
	TGA AGT ATA AAG CAG GTT GGG AGT CA
	746
	

	
	
	
	Reverse
	ACC ATA TAA TTG ACC ACA AGC AGC
	
	


Table S4b. PCR conditions for targeted antibiotic resistance genes.

	Target genes 
	Reaction condition
	No. of PCR reaction cycles
	References

	blaZ
ermC
ermA
tet(K)
tet(M)
	Denaturation -95°C, 3 min.; 
Amplification - 95°C, 30 sec.; 
Annealing - 54°C, 30 sec;
Extension - 72°C, 30 sec;
Final elongation - 72°C, 5 min;
Final hold - 12°C
	30
	 Martineau et. al. 2000

	
	
	
	Ardic et al., 2005

	msrA
	Denaturation -94°C, 10 min.; 
Amplification - 94°C, 1 min.; 
Annealing - 50°C, 1 min.;
Extension - 72°C, 90 sec;
Final elongation - 72°C, 10 min;
Final hold - 12°C
	25
	Lina et al., 1999

	dfrG
dfrS1(dfrA)
dfrK
	Denaturation -95°C, 3 min.; 
Amplification - 95°C, 30 sec.; 
Annealing - 55°C, 30 sec;
Extension - 72°C, 30 sec;
Final elongation - 72°C, 5 min;
Final hold - 12°C
	25
	Argudín et al., 2011

	aac(6')/aph(2'')
aph(3)-IIIa
ant(4)-Ia
	Denaturation -94°C, 3 min.; 
Amplification - 94°C, 40 sec.; 
Annealing - 55°C, 40 sec;
Extension - 72°C, 40 sec;
Final elongation - 72°C, 2 min;
Final hold - 12°C
	35
	Khosravi et al., 2017

	cfr,
fexA
	Denaturation -94°C, 1 min.; 
Amplification - 94°C, 1 min.; 
Annealing - 48°C (cfr); 58°C (fexA), 2 min.; 
Extension - 72°C, 3 min.;
Final elongation - 72°C, 7 min;
Final hold - 12°C
	34
	Kehrenberg and Schwarz, 2006; Udo et al., 2021



	Staphylococci isolates

Table S5: Determination of MDRS among airborne MRS isolates collected from the above-studied environment by Disk diffusion method.

across the seasons.

	Isolate ID
	MIC of Oxacillin (µg/mL)
	Zone of diameter (mm)

	
	
	
	β-lactam
	Macrolides
	Fluroquinolones
	Tetracyclines
	Lincosamides
	Aminoglycosides
	Diaminopyrimidines
	Phenicols
	Ansamycin
	Oxazolidinones

	
	
	
	AM
	FOX
	CXM
	E
	AZM
	CIP
	LVX
	NX
	TE
	CM
	GM
	TMP
	C
	RA
	LZD

	Human associated
	S. aureus
	VVUSO70
	128
	26
	26
	20
	NZ
	8
	35
	28
	31
	30
	25
	36
	NZ
	29
	20
	35

	
	
	MMCI147
	128
	22
	22
	18
	12
	7
	37
	29
	32
	20
	26
	34
	NZ
	10
	24
	30

	
	S. epidermidis
	VVUSO74
	2
	25
	18
	28
	NZ
	NZ
	41
	30
	30
	34
	18
	37
	NZ
	NZ
	30
	38

	
	
	VVUSO75
	2
	23
	20
	28
	NZ
	NZ
	42
	31
	31
	35
	19
	35
	NZ
	NZ
	32
	36

	
	
	VVUSO78
	1
	NZ
	NZ
	NZ
	NZ
	NZ
	35
	30
	32
	NZ
	NZ
	19
	26
	NZ
	35
	34

	
	
	MMCI145
	1
	15
	14
	20
	NZ
	NZ
	19
	16
	15
	10
	20
	11
	NZ
	20
	41
	30

	
	
	MAI651
	1
	17
	16
	23
	NZ
	NZ
	20
	18
	15
	9
	20
	11
	NZ
	20
	42
	33

	
	
	MMCO766
	2
	22
	12
	NZ
	NZ
	NZ
	22
	NZ
	NZ
	NZ
	33
	NZ
	NZ
	27
	36
	30

	
	
	MMCO786
	2
	16
	23
	NZ
	NZ
	NZ
	22
	NZ
	NZ
	NZ
	34
	NZ
	NZ
	27
	36
	33

	
	
	STPO825
	2
	14
	14
	20
	NZ
	NZ
	20
	16
	15
	9
	20
	10
	NZ
	20
	40
	31

	
	S. haemolyticus
	VVUSO295
	32
	11
	NZ
	NZ
	39
	32
	46
	38
	32
	11
	14
	35
	15
	32
	46
	45

	
	
	MAI341
	8
	10
	NZ
	NZ
	40
	33
	47
	37
	33
	12
	15
	37
	16
	31
	48
	47

	
	
	MMCI489
	4
	47
	42
	41
	27
	20
	43
	22
	13
	40
	38
	31
	20
	NZ
	52
	48

	
	
	MMCI493
	4
	11
	NZ
	NZ
	40
	32
	46
	37
	32
	13
	16
	38
	16
	31
	47
	47

	
	
	MMCO573
	0.5
	32
	20
	28
	30
	26
	38
	31
	32
	35
	35
	30
	20
	33
	39
	32

	
	
	MMCO586
	8
	31
	20
	27
	30
	25
	39
	32
	33
	34
	35
	31
	20
	33
	38
	33

	
	
	MMCI732
	8
	10
	NZ
	NZ
	40
	33
	47
	37
	33
	12
	15
	37
	16
	31
	48
	47

	
	S. saprophyticus
	VVUSO283
	1
	22
	17
	22
	NZ
	NZ
	41
	28
	30
	22
	22
	37
	NZ
	10
	26
	36

	
	
	VVUSO303
	1
	40
	28
	26
	35
	30
	41
	27
	31
	32
	40
	35
	32
	30
	43
	40

	
	
	MMCO499
	1
	37
	27
	26
	6
	NZ
	38
	28
	29
	27
	37
	33
	31
	27
	38
	33

	
	
	MAI648
	1
	37
	27
	26
	6
	NZ
	38
	28
	29
	27
	37
	33
	31
	27
	38
	33

	
	
	MAO681
	0.5
	37
	26
	27
	NZ
	NZ
	37
	27
	30
	27
	38
	34
	30
	26
	36
	32

	
	
	MMCI734
	1
	36
	27
	27
	NZ
	NZ
	40
	28
	30
	28
	37
	34
	31
	27
	37
	33

	
	
	STPI817
	0.5
	22
	17
	22
	NZ
	NZ
	41
	28
	30
	22
	22
	37
	NZ
	10
	26
	36

	
	S. cohnii
	MMCI492
	1
	50
	42
	35
	29
	20
	45
	20
	7
	12
	38
	31
	8
	10
	46
	50

	
	
	MMCO498
	1
	42
	22
	30
	NZ
	NZ
	48
	33
	37
	25
	NZ
	46
	25
	23
	25
	38

	
	
	MAO678
	1
	35
	20
	22
	30
	29
	42
	28
	31
	NZ
	28
	35
	31
	28
	31
	32

	Animal associated
	S. arlettae
	VVUSI16
	1
	27
	26
	20
	NZ
	7
	35
	29
	30
	31
	26
	37
	NZ
	29
	21
	35

	
	
	VVUSI24
	2
	24
	19
	27
	NZ
	NZ
	40
	31
	31
	35
	19
	36
	NZ
	NZ
	30
	38

	
	
	VVUSI31
	1
	26
	25
	20
	NZ
	7
	34
	30
	31
	30
	27
	36
	NZ
	29
	22
	36

	
	
	VVUSO84
	1
	NZ
	NZ
	NZ
	NZ
	NZ
	33
	27
	30
	NZ
	NZ
	11
	25
	NZ
	32
	30

	
	
	MMCI133
	2
	16
	12
	NZ
	NZ
	NZ
	22
	NZ
	NZ
	NZ
	34
	NZ
	NZ
	27
	36
	33

	
	
	MMCI138
	2
	12
	13
	NZ
	NZ
	NZ
	26
	NZ
	NZ
	NZ
	31
	8
	NZ
	24
	36
	32

	
	
	VVUSO288
	2
	23
	20
	28
	NZ
	NZ
	42
	31
	31
	35
	19
	35
	NZ
	NZ
	32
	36

	
	
	VVUSO290
	2
	25
	18
	28
	NZ
	NZ
	41
	30
	30
	34
	18
	37
	NZ
	NZ
	30
	38

	
	
	VVUSO293
	1
	22
	22
	18
	12
	7
	37
	29
	32
	20
	26
	34
	NZ
	10
	24
	30

	
	
	MMCI452
	1
	27
	26
	20
	NZ
	7
	35
	29
	30
	31
	26
	37
	NZ
	29
	21
	35

	
	
	MMCI456
	1
	26
	29
	21
	10
	NZ
	36
	28
	30
	31
	27
	36
	NZ
	27
	20
	36

	
	
	MMCI491
	1
	25
	28
	21
	10
	NZ
	36
	29
	31
	32
	25
	37
	NZ
	29
	22
	37

	
	
	MMCO494
	1
	27
	26
	20
	NZ
	7
	35
	29
	30
	31
	26
	37
	NZ
	29
	21
	35

	
	
	MMCO496
	1
	24
	19
	27
	NZ
	NZ
	39
	31
	31
	35
	20
	36
	NZ
	NZ
	30
	39

	
	
	STPO587
	1
	27
	26
	20
	NZ
	7
	40
	29
	30
	31
	25
	37
	NZ
	28
	21
	35

	
	
	MMCO791
	1
	25
	18
	27
	NZ
	NZ
	41
	31
	32
	35
	18
	38
	NZ
	NZ
	32
	39

	
	S. nepalensis
	MMCI132
	2
	14
	14
	20
	NZ
	NZ
	20
	16
	15
	9
	20
	10
	NZ
	20
	40
	31

	
	
	MMCI464
	2
	44
	29
	32
	NZ
	NZ
	45
	30
	31
	35
	37
	40
	21
	24
	38
	37

	
	
	MMCI485
	2
	33
	23
	23
	15
	13
	43
	31
	33
	31
	27
	38
	18
	31
	39
	38

	
	
	MAI649
	1
	25
	18
	28
	NZ
	NZ
	41
	30
	30
	34
	18
	37
	NZ
	NZ
	30
	38

	
	S. kloosii
	MMCO585
	0.5
	27
	26
	33
	32
	27
	35
	29
	32
	31
	32
	33
	35
	29
	38
	35

	
	
	STPPR856
	0.5
	25
	26
	33
	32
	27
	35
	29
	32
	31
	32
	33
	35
	29
	38
	35

	
	Total
	49
	49 (100%)
	36 (73%)
	31(63%)
	24(49%)
	37(75%)
	37(75.5%)
	4(8%)
	8(18%)
	10(20.4%)
	16(32%)
	18(36.7%)
	9(18.3%)
	29(59%)
	16(32.6%)
	0(0%)
	0(0%)


Table S4: Determination of MDRS among airborne MRS isolates collected from the above-studied environment by Disk diffusion method across the seasons.

AM: Ampicillin; FOX: Cefoxitin; CXM: Cefuroxime; E: Erythromycin; AZM: Azithromycin; CIP: Ciprofloxacin; LVX: Levofloxacin; NX: Norfloxacin; TE: Tetracycline; CM: Clindamycin; GM: Gentamicin; TMP: Trimethoprim; C: Chloramphenicol C; LZD: Linezolid; RA: Rifampicin.

     Sensitive;          Intermediate;           Resistant;                                                                                                        Monsoon;         Winter;          Summer; 


#VVUSI: Vasant Vihar Urban Slum Indoor; VVUSO: Vasant Vihar Urban Slum Outdoor;
 MAI: Munirka Apartment Indoor; MAO: Munirka Apartment;
 MMCI: Munirka Market Complex Indoor; MMCO: Munirka Market Complex Outdoor;
 STPI: Sewage Treatment Plant Inlet; STPO: Sewage Treatment Plant Outlet; STPP: Sewage Treatment Plant Pumproom























Table S6. Accession numbers of partial 16S rRNA gene sequences of MDR Staphylococci species submitted to Genbank.

	S. No.
	Submission No.
	Date of submission
	Accession ID
	Strain ID
	Staphylococci species

	1
	SUB14360071
	Apr-10-2024
	PP621859
	MAI341
	S. haemolyticus

	2
	SUB14517707
	Jun-10-2024
	PP892962
	MAI649
	S. arlettae

	3
	SUB14360088
	Apr-05-2024
	PP587745
	MAI651
	S. epidermidis

	4
	SUB14360100
	Apr-10-2024
	PP621870
	MMCI132
	S. nepalensis

	5
	SUB14360124
	Apr-05-2024
	PP587755
	MMCI133
	S. arlettae

	6
	SUB14360134
	Apr-05-2024
	PP587760
	MMCI138
	S. arlettae

	7
	SUB14360139
	Apr-10-2024
	PP621872
	MMCI145
	S. epidermidis

	8
	SUB14517761
	Jun-10-2024
	PP892964
	MMCI147
	S. aureus

	9
	SUB14360163
	Apr-10-2024
	PP621895
	MMCI452_
	S. arlettae

	10
	SUB14360169
	Apr-05-2024
	PP587857
	MMCI456
	S. arlettae

	11
	SUB14360177
	Apr-10-2024
	PP622047
	MMCI491
	S. arlettae

	12
	SUB14360181
	Apr-10-2024
	PP622330
	MMCI492
	S. cohnii

	13
	SUB14517798
	Jun-10-2024
	PP893024
	MMCI493
	S. haemolyticus

	14
	SUB14360196
	Apr-10-2024
	PP622662
	MMCI732
	S. haemolyticus

	15
	SUB14360201
	Apr-10-2024
	PP622666
	MMCO494
	S. arlettae

	16
	SUB14360206
	Apr-05-2024
	PP588056
	MMCO496
	S. arlettae

	17
	SUB14360211
	Apr-19-2024
	PP694527
	MMCO498
	S. cohnii

	18
	SUB14360213
	Apr-19-2024
	PP694532
	MMCO766
	S. epidermidis

	19
	SUB14360219
	Apr-19-2024
	PP694541
	MMCO786
	S. epidermidis

	20
	SUB14360223
	Apr-05-2024
	PP588060
	MMCO791
	S. arlettae

	21
	SUB14360225
	Apr-19-2024
	PP694583
	STPI817
	S. saprophyticus

	22
	SUB14360229
	Apr-05-2024
	PP588410
	STPO587
	S. arlettae

	23
	SUB14360232
	Apr-05-2024
	PP588411
	STPO825
	S. epidermidis

	24
	SUB14360233
	Apr-19-2024
	PP694645
	VVUSI16
	S. arlettae

	25
	SUB14500124
	Jun-03-2024
	PP859521
	VVUSI24
	S. arlettae

	26
	SUB14504729
	Jun-04-2024
	PP864381
	VVUSI31
	S. arlettae

	27
	SUB14504766
	Jun-05-2024
	PP869241
	VVUSO70
	S. aureus

	28
	SUB14369921
	Apr-19-2024
	PP694605
	VVUSO74
	S. epidermidis

	29
	SUB14369926
	Apr-10-2024
	PP625728
	VVUSO75
	S. epidermidis

	30
	SUB14517701
	Jun-10-2024
	PP892961
	VVUSO78
	S. epidermidis

	31
	SUB14369944
	Apr-10-2024
	PP621796
	VVUSO84
	S. arlettae

	32
	SUB14369948
	Apr-10-2024
	PP621795
	VVUSO283
	S. saprophyticus

	33
	SUB14369953
	Apr-10-2024
	PP621797
	VVUSO288
	S. arlettae

	34
	SUB14369960
	Apr-10-2024
	PP621798
	VVUSO290
	S. arlettae

	35
	SUB14517790
	Jun-10-2024
	PP893009
	VVUSO293
	S. arlettae

	36
	SUB14369981
	Apr-19-2024
	PP694608
	VVUSO295
	S. haemolyticus
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