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Related file STROBE-MR checklist of recommended items to address in reports of Mendelian randomization studies
Table S1 Data description and sources
Table S2 Genetic variants that were used as instruments for 3 CD14+ monocyte-associated genes
Table S3 Full result of two-sample Mendelian randomization estimates for the causality between 3 CD14+ monocyte-associated genes and major depressive disorder
Table S4 Heterogeneity and pleiotropy tests of instrument effects of 3 CD14+ monocyte-associated genes
Table S5 Colocalization results for TLR4 expression in whole blood tissue with major depressive disorder
Table S6 Summary Mendelian randomization analysis for the causal association between the CD14+ monocyte-associated genes expression and major depressive disorder
Table S7 LDSC analysis results
Table S8 Thirty-one immune cells with significant impacts on depression
Table S9 Heterogeneity and pleiotropy tests of instrument effects of 31 immune cells signatures
Table S10 Association of TLR4 expression with risk of major depressive disorder conditioned on immune cells

Supplementary figure legends
Fig. S1 Identification of MDD hub module by WGCNA. (a) Set 6 as the optimal soft threshold. (b) All genes of GSE98793 were clustered into 11 modules. (c) Relationship between each module and MDD. Red and green represent positive correlation and negative correlation respectively. Each cell contains the corresponding correlation and P-value.
Fig. S2 Construction of ceRNA network based on three MAGSs. (a) Three MAGSs differentially express between two immune-related subtypes (****, P < 1.00E-04). (b) Volcano map of DElncRNAs of GSE98793 (P <0.05). Red represents the up-regulated genes, blue represents down-regulated genes, and green represents indifference. (c, d) Two ceRNA networks (lncRNA: diamond, miRNA: arrow, mRNA: circle). (e, f) The top 10 genes of two ceRNA networks were identified as the hub genes. (g) The regulatory axes were associated with TLR4. (h) The correlation of TLR4 and its related lncRNAs with immune cells, respectively (P < 0.05).
