Supplementary information
Supplementary Table 1 Primer sequences for PCR and qPCR
Supplementary Table 2 Structure validation of the 3D protein models of pVHL and TM-score and RMSD values of mutated VHL and wild-type VHL.
Supplementary File S1 Results of PPCheck webserver showing the hotspot residues, residue interactions and total stabilizing energy, hydrogen bonds, hydrophobic interactions, salt bridges, electrostatic interactions, short contacts in wild type and mutated VHL-Elongin C complexes. 
Supplementary Figure 1 Ramachandran plots produced by PROCHECK for each mutant structure as well as the wild-type model
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