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[bookmark: OLE_LINK1]Supplement Figure1. Differential analysis of drug sensitivity between three clusters of ERS-related lncRNAs.
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Supplement Figure 2. Primers for RT-qPCR detection of ERS-related molecules after LHX1-DT knockdown.(A-H) RT-qPCR detected the expression of ATF6,GRP78,CHOP and IRE1 in AMC-HN-8 and TU686.
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Supplement Figure 3. The original images of Figure 11. A is the original image of Fig H-AMC-HC-8-cleaved caspase-3, B is the original image of Fig H-TU686-cleaved caspase-3, C is the original image of Fig H-AMC-HN-8-GAPDH, D is the original image of Fig H-YU686-GAPDH


[bookmark: OLE_LINK2]Supplement Table 1. The list of ERS-related genes sourced from the MsigDB database.
Supplement Table 2. The list of the identification of ERS-related lncRNAs. 
Supplement Table 3. The expression of lncRNAs that were disparity expressed between 
normal and tumor tissues.
Supplement Table 4. The list of optimal lncRNAs as prognostic markers.
Supplement Table 5. Clinical information of patients with LSCC in this study.
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