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S1 Fig. CircRNAs that are differentially expressed in the liver tissue of CIH mice.
The Venn diagram represents the upregulated, downregulated, and unchanged

circRNA expression between the control and CIH groups.
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S2 Fig. CircRNAs that are differentially expressed in the liver tissue of CIH mice.
The heatmap illustrates the statistically significant differentially expressed circRNAsbetween the
control and CIH groups.
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