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484 proteins identified overall

182           159           302           325           484           484           

R2 >= 0.8     R2 < 0.8      Total         
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Panobinostat_1_vs_Vehicle_1

109                        375                        484                        

passed_filter              filtered_out               Total                      

Panobinostat_1_vs_Vehicle_1
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 robust SD: left = −3.043 | right = 2.4
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