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Supplementary figure 1: Network and interaction index of wheat and blast genes. 
(A)Wheat genes were ranked and classified according to their interaction weights across blast 
genes. The interaction weight was calculated based on how many blast genes the individual wheat 
genes interact and their total interaction values. (B) Putative function of top 5 interacting genes of 
blast based on blast-interaction index of significantly (FDR<0.01) expressed blast genes. (C) 
Network visualizing the interactions of the highly expressed five blast genes and three S genes of 
wheat. Red circles denote blast genes and green shapes symbolize wheat genes. Solid lines between 
genes demonstrate high interaction and gapped lines denote medium/low interactions. 


