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Supplementary Figure 1: PLDTT Scores for both HDAC5cd WT and H1006Y AlphaFold models.
image1.tiff
Aligned Residue

97

194

291

388

485

HDAC5 WT b

97

194

Aligned Residue
N
2

388

485

1 97 194 291 388 485

Scored Residue

[

[o] 5 10 15 20 25 30
Expected Position Error (Angstréms)

HDACS5 H1006Y

1 97 194 291 388 485

Scored Residue

I 000

[o] 5 10 15 20 25 30
Expected Position Error (Angstréms)




