Table S2. Sequence counts before and after processing
	Class
	After NCBI query
	After CD-HIT (70%)
	Final balanced dataset

	Human-infecting
	~5,200
	2,127
	2,127

	Non-human
	~45,000
	10,635
	2,127 (randomly sampled)

	Total
	~50,200
	12,762
	4,254

	


Note: The human-infecting class size (2,127) after CD-HIT clustering determined the final balanced dataset size. Non-human sequences were randomly undersampled to match this number using a fixed random seed (42) for reproducibility. Approximate counts after NCBI query (~) reflect the initial retrieval before quality filtering and redundancy removal.
