Table S9 Root expression analysis under progressive drought of plant at flowering stage by Kudapa et al., 2023
	Gene Name
	ICC 4958_C
	ICC 4958_S

	CaCaM1
	10.763
	8.31656

	CaCaM2
	72.9124
	80.7509

	CaCaM4
	10.4921
	13.4432

	CaCaM5
	0.961193
	3.18628

	CaCaM6
	#N/A
	#N/A

	CaCML1
	58.5742
	128.007

	CaCML2
	#N/A
	#N/A

	CaCML3
	#N/A
	#N/A

	CaCML4
	1.11987
	13.15

	CaCML5
	1.77903
	4.82892

	CaCML6
	#N/A
	#N/A

	CaCML7
	40.4183
	24.0091

	CaCML8
	1.71214
	2.08325

	CaCML9
	#N/A
	#N/A

	CaCML10
	10.9442
	20.042

	CaCML11
	#N/A
	#N/A

	CaCML12
	18.3783
	17.7282

	CaCML13
	#N/A
	#N/A

	CaCML14
	2.04234
	0.517947

	CaCML15
	#N/A
	#N/A

	CaCML16
	#N/A
	#N/A

	CaCML17
	#N/A
	#N/A

	CaCML18
	#N/A
	#N/A

	CaCML19
	22.5404
	11.992

	CaCML20
	#N/A
	#N/A

	CaCML21
	1.71364
	0.132529

	CaCML22
	#N/A
	#N/A

	CaCML23
	119.344
	9.65879



Reference
Kudapa, H., Ghatak, A., Barmukh, R., Chaturvedi, P., Khan, A., Kale, S., Fragner, L., Chitikineni, A., Weckwerth, W., & Varshney, R. K. (2023). Integrated multi-omics analysis reveals drought stress response mechanism in chickpea (Cicer arietinum L.). Plant Genome. https://doi.org/10.1002/tpg2.20337

