Table S2 Protein sequences of CaCaM and CaCML calmodulins and calmodulin-like proteins

>CaCaM1
MADQLTDEQISEFKEAFSLFDKDGDGCITTKELGTVMRSLGQNPTEAELQ
DMINEVDADGNGTIDFPEFLNLMARKMKDTDSEEELKEAFRVFDKDQNGF
ISAAELRHVMTNLGEKLTDEEVDEMIREADVDGDGQINYEEFVKVMMAKY
SEQQVHTIGTHKTNKHVMYQDLKNKTTKHMFGKVDDEYLASLQADREKEL
KAMEEPEAAREEEKTRKDGEQKNLKGSCRKSRDRNRIPVSVLLTLAFCIN
CQELETQLAAKEASLPPEPSSADDNAVTLLVKMPDGSRRGRRFLRFDKLQ
SLFDFIDIGRLVKPSSYRLVRPYPRRAFGVGESAVTLDELGLTNKQEALF
LELV*
>CaCaM2
MADQLTDEQISEFKEAFSLFDKDGDGCITTKELGTVMRSLGQNPTEAELQ
DMINEVDADGNGTIDFPEFLNLMARKMKDTDSEEELKEAFRVFDKDQNGF
ISAAELRHVMTNLGEKLTDEEVDEMIREADVDGDGQINYEEFVKVMMAK*
>CaCaM3
MADQLTDDQIAEFKEAFSLFDKDGDGCITTKELGTVMRSLGQNPTEAELQ
DMINEVDADGNGTIDFPEFLNLMARKMKDTDSEEELKEAFRVFDKDQNGF
ISAAELRHVMTNLGEKLTDEEVDEMIREADVDGDGQINYEEFVKVMMAK*
>CaCaM4
MADQLTDDQISEFKEAFSLFDKDGDGCITTKELGTVMRSLGQNPTEAELQ
DMINEVDADGNGTIDFPEFLNLMARKMKDTDSEEELKEAFRVFDKDQNGF
ISAAELRHVMTNLGEKLTDEEVDEMIREADVDGDGQINYEEFVKVMMAK*
>CaCaM5
MAEILNEEQIVEIKEAFGLFDKDGDGCITVEELATVIRSLDQNPTEEELQ
DMINEVDADGNGTIEFVEFLNLMAKKMKETDAEEDLKEAFKVFDKDQNGY
ISASELRHVMINLGEKLTDEEVDQMIKEADLDGDGQVNYEEFVKMMMTIG
*
>CaCaM6
MAHVLSEEQIVDFQEAFGLFDKDGDGCITVEELATVIRSLDQNPTEEELQ
DMISEVDADGNGTIEFDEFLNLMARKIKDTDAEEELREAFKVFDKDQNGY
ISATELRHVMINLGEKLSDEEVEQMIKEADLDGDGQVDYDEFVKMMMTVR
*
>CaCML1
MDQGELARIFQMFDRNGDGRITKKELSDSLQNLGICIAERDLVQMIEKID
VNGDGYVDIDEFGELYQTIMDDKDEEEDIKEAFNVFDQNGDGFISGEELS
AVLSSLGLKHGKTLEDCKNMIKKVDVDGDGMVNFKEFKQMMKAGAFTPDS
LS*
>CaCML2
MDPSELKRVFQMFDRNGDGRITKKELTDSLENLGIFIPDKELTQMIEKID
VNGDGCVDLDEFGELYQSIMDERDEEEDMREAFNVFDQNGDGFITVEELR
VVLSSLGLKQGRTVEECKKMIMKVDVDGDGMVNYKEFKQMMKGGGFSALG
*
>CaCML3
MVLVALLLAVLFIAGLINIFFYIPNNKIRSFLQIIFPNNDNVFKTNLATT
TKVERDAYGREELKKVFSTFDKNGDGFITKQELKESLRNMSILMMDKEID
DIVVKFDSNGDGLIDFDEFCLLISESMGGGVREEKEGVNSEEGELEEFEV
DLKEAFDVFDKDKDGKISVEELALILGSLGLREGKKIEECKEMIRKVDTD
GDGMVNFNEFKRMMMKGGRKLVFGA*
>CaCML4
MSKKQQQVNLDDEQITELREIFRSFDRNNDGTLTQLELSSLLRSLGLKPS
AEQLDGFIQRADTNNNGLIEFSEFVALVAPELLPAKSPYTDEQLKQLFRM
FDRDGNGFITAAELAHSMAKLGHALTAEELTGMIKEADTDGDGMISFQEF
SHAISSAAFDNSWA*
>CaCML5
MSMLQTDDQIKQLNDIFKRFDMDSDGSLTHLELAALLRSLGIKPSGDELH
ALLSNMDNNNNGYIEFDELVNAIMPDMNENVLLNQEQLLEVFRSFDRDGN
GYITAAELAGSMAKMGHPLSYHELANMMAEADSNGDGVISFNEFATIMAK
SAADFFGVKAQ*
>CaCML6
MSSVLRGDSRRFNNKQRPRHHLTPQKRQEIKEAFELFDTDGSGTIDAKEL
NVAMRALGFEMTEKQIEQMIADVDKDGSGAIDYDEFEHMMTAKIGERDTK
EELMKAFHIIDQDKNGKISITDIKRIAKELGQSFTDREIQEMVDEADQNN
DREVDPEEFIMMMNRTGFRH*
>CaCML7
MNFSMDDEVRKIFSKFDKNGDGKISSSELKEMLITLGTKTTSDEVKRMME
MIDQNGDGYIDLKEFSDFHCIDAGKDDANELRDAFDLYDLDKNGLISANE
LHAVLIKLGEKCSLGDCRRMIKNVDVDGDGNVNFEEFKKMMAR*
>CaCML8
MATNPTVTEQNTETSTKPSVYFEDMDEVKRVFTRFDANGDGKISVTELDN
VLRTLGSGVPHDEVQRVMEDLDTDNDGFINLSEFAAFCRSGSTDGGASEL
RDAFDLYDKDKNGLISATELCQVLNSLGMKCSVEECRNMIKSVDSDGDEN
VNFDEFKQMMSNNSANGN*
>CaCML9
MATNQPVSLETDPNPNPIPIPSPYFEDNDELKTVFKGFDSNGDGKISVNE
IETVLRTLRSDVPPEDELRRVMEDLDTDRDGFINLSEFAAFCRSDTPDGG
DIELRDAFDLYDHDKNGLISTEELHLALNRLGMKCSVEECRDMINSVDSD
GDGSVGFDEFKQMMTSKSRAVNSSVN*
>CaCML10
MDDEVRTIFNKFDKNGDGKISSAELMEMMTALRSKTSEEEVNRMMAELDQ
NGDGYIDLKEFSELHKDGGDVTELREAFEMYDLDKNGLISAKELHAVMRR
LGEKCSLGDCRRMIGNVDADGDGNVNFEEFKKMMNRS*
>CaCML11
MGFRSLFNRKKKHQKKTTTSSPTAAATNSTFFSRNPSVSSRSRLHFTEDL
EHVFRKFDVNGDGKISSSELGSIMGSLGQPATEEELNNMIREVDADGDGH
INLEEFIELNTKDVNPNEIIENLKDAFSIFDIDGNGSITAEELHNVMVSI
GDKCSLAECKKMIRGVDKDGDGMIDFEEFKRMMMGSNYGSMERIIGEIET
*
>CaCML12
MGLKSLFNRPKDMIPSASSTPSRSTSLSVHSRARLAGELEQVFKKFDVNG
DGKISASELGSIMGSLGQPATEQELDNMIREVDGDGDGCISLQEFIELNT
KGVDSDEILENLKDAFAVFDMDGNGSITAEELNTVMRSLGEECSLAECRR
MIGGVDSDGDGMIDFEEFRMMMMMGSRHDTTDRVKPEPME*
>CaCML13
MGLKSLFNRPKDMIPSASSTPSRSTSLSVHSRARLAGELEQVFKKFDVNG
DGKISASELGSIMGSLGQPATEQELDNMIREVDGDGDGCISLQEFIELNT
KGVDSDEILENLKDAFAVFDMDGNGSITAEELNTVMRSLGEECSLAECRR
MIGGVDSDGDGMIDFEEFRMMMMMGSRHDTTDRVKPEPME*
>CaCML14
MEVSSQFRQVFKLIDTNGDGNISTNELAEVLSCLGYDKYTATKEAENMIK
VLDFNGDGFVNMDEFMFVMKEDHYGKGKELDHDEYLMDAFHVFDIDKNGL
ISPKELRSVLLNLGCENCSLKDCKLMIKGVDKNGDGFVDFEEFRTMMKTG
PK*
>CaCML15
MSNLSFMKFHGSFSGKATSPTKNVSQKNSFKSKQTTSSEMSFQPQKEEIK
WVFEKFDTNKDGKISLEEYKAAAKALDKGIGDAEAMKAFKAMDSDKDGFI
DFKEFMEMFNGEGKIKEDEIKSAFQVFDINGDGKISAEELSQILKKLGES
CSLSACKKMVKGVDGDGDGFINLNEFTRMMMSGNKLV*
>CaCML16
MSTTSFLDFKYNLSKRKYLRKPSRMLSRERQNSGLKNIFQPSVDEMKMVF
DKFDSNKDGKISQQEYKATLKSLGMGKSVHEVPDIFRVVDLDGDGFINFE
EFMEAQRKGGGIRSLDIQSAFRTFDKNGDGKISAEEVKEMLWKLEERCSL
DECRRMVRAVDTNGDGMVDMNEFVAMMTQSMRHV*
>CaCML17
MKFININPKNLKLSPKRFFRSKKERSSVSRSDPPSFGSTSSSDGSNHQPV
TGGSQTPTSVLPEISGDWSDVTVDVQWELSQAFRLIDRDNDGVVSREELE
LVLTRLGARAEEIAIMLTEVDGDGRGCISVEAIMNRVGTGSDPNPEEELR
EAFEVFDTDRDGRISAEELLRVFKAIGDERCTLEECRRMIEGVDKNRDGF
VCFEDFSQRQLL*
>CaCML18
MVVMDKVSQYERVFNRFDENRDGKISPAELQQCVEVVGEKLSTEDAEAAV
ATLDTDGDGLLGFDDFVKFVEGGKEEDKVNDLKEAFKMYDMDGSGCITPR
SLKRMLSRLGDSRSIDECQLMISKFDLDGDGKISFDEFKVMML*
>CaCML19
MMMMKDAGFEHVLRYFDEDGDGKVSPKELRQKLREMGEEVLLKEAEMAIE
AMDSDGDGYLSLEDLVTLMEEGGEEQKLKDLREAFEMYNDSDKCGFITPK
SLKRMLKKIGESKSIDECKAMIKHFDLNGDGVLSFDEFTQMMQ*
>CaCML20
MRRDMEFERVLSYFDEDGDGKISPYELRSRMTKIGGEFLLKEAEIAIESL
DSDGDGLLSLEDLITLMESGGEEEKLKDLKEAFEMYDTERCGFITPKSLK
RMLKKLGDFKSIEECKVMIGRFDLDGDGVLSFEEFRVMME*
>CaCML21
MRRDMEFERVLSYFDEDGDGKISPYELRSRMTKIGGEFLLKEAEIAIESL
DSDGDGLLSLEDLITLMESGGEEEKLKDLKEAFEMYDTERCGFITPKSLK
RMLKKLGDFKSIEECKVMIGRFDLDGDGVLSFEEFRVMME*
>CaCML22
MATKWFSNKGLKFFNRGRSRSSNSSSLCSPKSPISSCTTPKINNNNENDQ
GLRDVFRYFDGDGDGKISAYELRSYFGSIGEHMSHEEAEKVIDYLDGDGD
NLLDFNDFNKLMKGEGRDDQDLRKAFEMFVWDEKEGCGCITPKGLQRMLH
RLGDDRSYEECVVMIDAFDIDHNGVLDFNEFHQMMA*
>CaCML23
MGQQKINMTSSSFRLRCRSLNSLRLRRIFDMFDKNGDSMITVEEISQALT
MLGLEAEFKELESMIKSYIKDGNEGLTYEDFVGLHESLGNTYFGVEEDEM
ETLDTDLWEAFKVFDENGDGYISAKELQVVLGKLGLVEGNLIDNVQRMIV
SVDTNRDGRVDFCEFKDMMRTTIVPASS*

