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Supplementary Table S1: Summary of diagnostic information for the sourced GEO datasets
This table summarizes key information for the mRNA expression profile datasets sourced from the Gene Expression Omnibus (GEO) database, used for training and validation in this study.

Supplementary Table S2: List of Immune-Related Genes (IRGs) from the ImmPort Database
*This table should list the complete set of immune-related genes obtained from the ImmPort database and used in this analysis. It should include the following columns: Symbol, ID, Name, Synonyms, Chromosome, Category.*

Supplementary Table S3: 17 differentially expressed genes (DEGs) between EOPE and LOPE patients within the training datasets (GSE75010 + GSE60438)
[bookmark: _GoBack]*This table should provide a detailed list of the 17 differentially expressed genes (DEGs). It is recommended to include the following columns: Id, logFC, AveExpr, t, P.Value, adj.P.Val, B.*

Supplementary Result S1: Detailed results of Gene Ontology (GO) enrichment analysis for the 7 DIRGs.
*This table presents the detailed results of the GO functional enrichment analysis for the 7 differentially expressed immune-related genes (DIRGs: HLA-DPA1, FPR1, CGB5, LYZ, LEP, PROK2, SERPINA3) (p-value < 0.05). The table includes ontology category (BP: Biological Process, CC: Cellular Component, MF: Molecular Function), GO term ID, description, enriched gene ratio, background gene ratio, p-value, adjusted p-value, q-value, and the list of enriched genes.*

Supplementary Result S2: Detailed results of Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrichment analysis for the 7 DIRGs.
*This table presents the detailed results of the KEGG pathway enrichment analysis for the 7 DIRGs (p-value < 0.05). The table includes pathway category, subcategory, pathway ID, description, enriched gene ratio, background gene ratio, p-value, adjusted p-value, q-value, and the list of enriched genes.*
