Table S1. Modified early wound healing index (mEHI) scores for each operative site of each patient per postoperative time point.  
Notes.Values represent numbers (EHI score). 
Abbreviations: NA, not applicable.1 patient (EMD group) did not attend the 1-week follow-up examination because of reported illness.
(a) 3 days post-op; (b) 1 week post-op; (c) 2 weeks post-op; (d) 6 weeks post-op; (e) 3 months post-op; (f) 6 months post-op.



	Group
	Patient
	Tooth #
	Site
	D3a
	1Wb
	2Wc
	 6Wd
	3 Me
	6Mf

	
OFD
	
	
	
	
	
	
	
	
	

	
	4
	47
	buccal
	2
	2
	1
	1
	1
	0

	
	10
	16
	distal
	3
	2
	2
	1
	1
	0

	
	12
	16
	mesial
	2
	2
	2
	1
	1
	0

	
	13
	46
	buccal
	3
	2
	1
	1
	1
	1

	
	14
	17
	buccal
	3
	2
	2
	2
	1
	0

	
	18
	26
	distal
	3
	3
	2
	1
	1
	0

	
EMD
	
	
	
	
	
	
	
	
	

	
	2
	26
	mesial
	3
	3
	2
	1
	1
	0

	
	7
	36
	buccal
	2
	NA
	1
	2
	2
	0

	
	8
	16
	mesial
	3
	2
	2
	2
	2
	1

	
	9
	16
	mesial
	3
	2
	1
	1
	1
	1

	
	16
	37
	buccal
	2
	1
	1
	1
	1
	0

	
A-PRF+
	
	
	
	
	
	
	
	

	
	1
	16
	mesial
	4
	4
	5
	4
	3
	1

	
	5
	17
	distal
	3
	3
	3
	3
	2
	1

	
	6
	16
	distal
	2
	1
	1
	1
	1
	0

	
	11
	17
	distal
	3
	4
	4
	2
	2
	1

	
	15
	26
	distal
	5
	5
	5
	2
	1
	0

	
	17
	17
	mesial
	3
	2
	2
	1
	1
	0






Table S2. Plasma biomarkers at baseline. 
Values in colums OFD. EMD and A-PRF+ represent median (range).
Values for normal range were obtained from VU University Medical Center Amsterdam.
*Values above normal range.
Abbreviations: OFD, open flap debridement; EMD, enamel matrix derivative; A-PRF+, advanced platelet rich fibrin +; M, Male; F, Female; HbA1c, hemoglobin A1c (glycated); HDL, high-density lipoprotein; LDL, Low-density lipoprotein; WBC, white blood cells; eGFR (CDK-epi), estimated glomerular filtration rate.




	
	OFD
	EMD
	A-PRF+
	Total
	Normal Range

	HbA1c (mmol/mol)
	36.65 (34.4 – 43.2)
	36.6 (34.4 – 38.9)
	41.25* (32.2 – 46.5)
	36.70
	(32.2 – 46.5)
	30-39 

	Albumin (mmol/mol)
	39.1 (35.0 – 47.8)
	39.6 (38.8 – 43.2)
	40.0 (37.8 – 42.1)
	39.50
	(35.0 – 47.8)
	35-52 

	Ferritin (ng/mL)
	55.1 (28.5 – 174.7)
	99.1 (70.88 – 263.0)
	135.5 (16.5 – 256.0)
	108.00
	(16.5 – 263.0)
	30-400 (M); 13 -150 (F)

	Hemoglobin (mmol/L)
	8.8 (8.5 – 9.6)
	8.6 (8.1 – 9.7)
	8.75 (5.6 – 9.9)
	8.75
	(5.6 – 9.9)
	8.7 – 11.2 (M); 7.4 -9.9 (F)

	Total cholesterol (mmol/L)
	5.38 (4.54 – 6.3)
	4.62 (3.56 – 6.83)
	5.895* (3.28 – 7.55)
	5.39
	(3.28 – 7.55)
	< 5.5 

	    HDL
	1.53 (1.19 – 1.93)
	1.2 (1.09 – 2.5)
	1.36 (1.1 – 1.61)
	1.28
	(1.09 – 2.5)
	> 1.0 (M); > 1.3 (F)

	    LDL
	2.9* (2.4 – 3.1)
	2.9* (0.9 – 4.1)
	3.95* (1.4 – 4.7)
	3.00*
	(0.9 – 4.7)
	< 2.6 

	    Triglycerides
	1.83* (1.55 – 2.1)
	1.24 (0.57 – 5.05)
	1.47 (0.81 – 3.11)
	1.67
	(0.57 – 5.05)
	< 1.7 

	WBC (109/L)
	9.05 (6.85 – 16.1)
	8.7 (6.5 – 10.9)
	5.65 (3.9 – 7.4)
	7.40
	(3.9 – 16.1)
	4.5 – 11 

	    Lymphocytes
	2.76 (2.1 – 3.42)
	2.25 (1.18 – 3.11)
	1.86 (1.07 – 3.03)
	2.25
	(1.07 – 3.42)
	1.0 – 4.8 

	    Monocytes
	0.71 (0.6 – 1.08)
	0.73 (0.58 – 0.98)
	0.49 (0.34 – 0.56)
	0.62
	(0.34 – 1.08)
	0.2 – 0.95 

	    Neutrophils
	5.16 (3.2 – 11.39)
	4.99 (3.55 – 7.71)
	3.19 (1.64 – 5.06)
	4.00
	(1.64 – 11.39)
	2.5 – 7-0 

	    Basophils
	0.07 (0.05 – 0.15)
	0.06 (0.04 – 0.08)
	0.05 (0.02 – 0.07)
	0.06
	(0.01 – 0.15)
	0.0 – 0.3 

	    Eosinophils
	0.16 (0.07 – 0.27)
	0.25 (0.12 – 0.28)
	0.07 (0.04 – 0.15)
	0.13
	(0.04 – 0.28)
	0.02 – 0.5 

	Platelets (109/L)
	316.5 (300 – 390)
	264.0 (260 – 310)
	250.0 (204 – 347)
	300
	(204.0 – 390.0)
	150-450 

	Creatinine (mmol/L)
	69.5 (61.0 – 74.0)
	63.7 (60.4 – 83.4)
	75.35 (61.3 – 98.4)
	71
	(60.4 – 98.4)
	65.4 – 119.3 (M); 52.2 – 104 (F)

	eGFR (CDK-epi) (mL/min)
	72.0 (69 – 80)
	73.0 (63 – 75)
	68.5 (52 – 73)
	70
	(52.0 – 80.0)
	> 60 
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Table S3. Individual plasma biomarkers at baseline. Values expressed as Medians.
	
	Patient ID
	HbA1c
(mmol/mol)
	ALBC
(mmol/mol)
	Ferritine
(ng/ml)
	HGB
(mmol/L)
	Chol
(mmol/L)
	HDL
(mmol/L)
	LDL
(mmol/L)
	Triglycerydes
(mmol/L)
	WBC
(109/L)
	LYMPH
(109/L)
	MONO
(109/L)
	NEUT
(109/L)
	BASO
(109/L)
	EO
(109/L)
	PLT
(109/L)
	creatinine
(mmol/L)
	eGFR (CKD-epi)
(mL/min)

	OFD
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	4
	34.4
	47.8
	174.7
	9.6
	4.54
	1.28
	2.4
	1.83*
	16.10*
	3.25
	1.08*
	11.39*
	0.06
	0.21
	324
	68.0
	71

	
	10
	43.2*
	38.7
	28.5**
	8.5**
	5.53*
	1.93
	2.8*
	1.83*
	10.70
	2.78
	0.64
	6.77
	0.15
	0.27
	336
	71.0
	70

	
	12
	35.5
	35.0
	41.7
	8.1**
	5.24
	1.54
	3.0*
	1.55
	9.90
	3.42
	0.62
	5.68
	0.06
	0.13
	390
	74.0
	69

	
	13
	36.7
	40.8
	68.5
	8.8
	5.62*
	1.78
	3.1*
	1.67*
	8.20
	2.45
	0.79
	4.64
	0.08
	0.18
	305
	63.3**
	73

	
	14
	36.6
	39.5
	109.2
	9.0
	6.30*
	1.52
	2.9*
	2.10*
	6.85
	2.10
	0.60
	4.00
	0.05
	0.10
	300
	72.3
	80

	
	18
	40.8*
	37.6
	37.6
	-
	5.04
	1.19**
	2.9*
	2.03*
	6.90
	2.74
	0.79
	3.20
	0.05
	0.07
	309
	61.0
	74

	EMD
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	2
	36.6
	39.5
	70.9
	8.1**
	5.39
	1.28
	3.5*
	1.43
	10.90
	2.25
	0.65
	7.71*
	0.08
	0.12
	310
	62.3
	74

	
	7
	36.6
	41.0
	263.0
	9.1
	3.56
	1.12**
	1.9
	1.24
	8.10
	3.11
	0.79
	3.83
	0.06
	0.23
	261
	83.4
	63

	
	8
	34.4
	43.2
	99.1
	9.7
	4.62
	1.20

	2.9*
	1.24
	8.70
	2.69
	0.58
	4.99
	0.04
	0.27
	302
	63.7**
	73

	
	9
	34.4
	38.8
	155.0
	8.3**
	6.83*
	2.50
	4.1*
	0.57
	6.50
	1.87
	0.73
	3.55
	0.06
	0.28
	260
	60.4
	75

	
	16
	38.9
	39.6
	70.9
	8.6**
	4.31
	1.09**
	0.9
	5.05*
	9.00
	1.18
	0.98
	6.42
	0.07
	0.25
	264
	74.6
	68

	A-PRF+
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	
	1
	37.6
	42.1
	108.0
	5.6**
	4.99
	1.10**
	3.3*
	1.70
	7.40
	2.01
	0.54
	5.06
	0.07
	0.13
	347
	61.3
	69

	
	5
	42.1*
	38.8
	111.1
	9.9
	7.55*
	1.46
	4.7*
	3.08*
	6.10
	2.23
	0.56
	3.13
	0.04
	0.08
	300
	98.4
	52**

	
	6
	32.2
	37.8
	159.9
	8.8
	5.68*
	1.61
	3.6*
	0.95
	4.40**
	1.07
	0.34
	2.84
	0.02
	0.15
	247
	74.7
	69

	
	11
	46.5*
	40.9
	16.5**
	7.9**
	3.28
	1.52
	1.4
	0.81
	3.90**
	1.70
	0.44
	1.64**
	0.04
	0.06
	223
	63.4
	73

	
	15
	40.4*
	39.1
	256.0
	8.7
	6.11*
	1.26
	4.3*
	1.24
	7.20
	3.03
	0.53
	3.51
	0.04
	0.04
	204
	77.6
	67

	
	17
	45.1*
	41.4
	237.0
	9.3
	6.86*
	1.17
	4.3*
	3.11*
	5.20
	1.40
	0.44
	3.25
	0.05
	0.05
	253
	76.0
	68


Abbreviations: OFD, open flap debridement; EMD, enamel matrix derivative; A-PRF+, advanced platelet rich fibrin +; HbA1c, hemoglobin A1c (glycated); ALBC, albumin; HGB, hemoglobin; CHOL, total cholesterol; HDL, high-density lipoprotein; LDL, low-density lipoprotein; WBC, white blood cells; LYMPH, lymphocytes; MONO, monocytes; NEUT, neutrophils; BASO, basophils; EO, eosinophils; PLT, platelets; eGFR (CDK-epi), estimated glomerular filtration rate. *= values above of normal range. **= values below normal range.
Table S4. Univariate linear regression modeling for the association between baseline biochemical parameters and 6-month Pocket Depth (PD). 6 months Clinical Attachment Level (CAL) and 6 months Alveolar bone level (ABL). P value < 0.05.


	Univariate models
	6 months PD
	6 months CAL
	6 months ABL

	
	Beta
	Std. Error
	P-value
	Beta
	Std. Error
	P-value
	Beta
	Std. Error
	P-value

	Age
	-0.005
	0.035
	0.885
	0.030
	0.042
	0.493
	0.049
	0.051
	0.361

	Sex
	-0.101
	0.672
	0.883
	-0.077
	0.816
	0.926
	-0.361
	1.003
	0.725

	Smoking
	0.279
	0.707
	0.700
	0.086
	0.863
	0.922
	-0.830
	1.040
	0.440

	HbA1c
	-0.74
	0.090
	0.427
	0.059
	0.111
	0.606
	-0.100
	0.135
	0.475

	Albumin
	-0.088
	0.116
	0.460
	-0.152
	0.137
	0.290
	-0.235
	0.164
	0.179

	Ferritin
	0.001
	0.005
	0.847
	0.008
	0.005
	0.139
	0.006
	0.007
	0.407

	Hemoglobin
	0.198
	0.337
	0.568
	0.656
	0.381
	0.113
	0.155
	0.535
	0.777

	Total cholesterol
	0.448
	0.268
	0.120
	0.831
	0.27
	0.01
	0.278
	0.439
	0.538

	HDL
	2.163
	0.787
	0.018
	-0.077
	1.220
	0.951
	3.144
	1.203
	0.023

	LDL
	0.606
	0.301
	0.067
	0.863
	0.341
	0.026
	0.258
	0.516
	0.626

	Triglycerides
	-0.503
	0.28
	0.098
	0.309
	0.372
	0.422
	-0.647
	0.434
	0.162

	WBC
	-0.122
	0.140
	0.402
	0.049
	0.175
	0.784
	-0.187
	0.210
	0.391

	Lymphocytes
	-0.189
	0.550
	0.738
	0.173
	0.669
	0.801
	-0.424
	0.820
	0.615

	Monocytes
	-1.799
	2.822
	0.536
	-2.262
	3.423
	0.521
	-2.633
	4.236
	0.546

	Neutrophils
	-0.132
	0.160
	0.425
	-0.075
	0.199
	0.713
	-0.199
	0.240
	0.425

	Basophils
	-23.35
	13.08
	0.100
	0.553
	17.87
	0.976
	-21.41
	21.191
	0.332

	Eosinophils
	-5.103
	5.700
	0.388
	-9.289
	6.628
	0.186
	-3.387
	8.776
	0.706

	Platelets
	-0.005
	0.009
	0.544
	-0.001
	0.011
	0.953
	-0.018
	0.012
	0.156

	Creatinine
	-0.020
	0.035
	0.579
	0.095
	0.034
	0.015
	0.013
	0.053
	0.812

	eGFR (CDK-epi)
	0.53
	0.065
	0.431
	-0.116
	0.074
	0.143
	0.062
	0.099
	0.540

	
	
	
	
	
	
	
	
	
	



Abbreviations: HbA1c, Hemoglobin A1c; HDL, high-density lipoprotein; LDL, low-density lipoprotein; WBC, white blood cells count; eGFR (CDK-epi), estimated glomerular filtration rate.

















Table S5. List of 92 proteins present in the Olink 96 Immuno-Oncology panel. The list includes the protein name. the Uniprot ID and the HGNC symbol (Human Genome Organization (HUGO) Gene Nomenclature Committee).


	Protein name
	UniProt ID
	HGNC Symbol

	C-X-C motif chemokine 11
	O14625
	CXCL11

	T-cell surface glycoprotein CD5
	P06127
	CD5

	C-C motif chemokine 13
	Q99616
	CCL13

	Tumor necrosis factor-related apoptosis-Inducing Ligand
	O14763
	TNFSF10

	Fibroblast growth factor 2
	P09038
	FGF2

	C-X-C motif chemokine 9
	Q07325
	CXCL9

	Killer cell immunoglobulin-like receptor 3DL1
	P43629
	KIR3DL1

	Interleukin-8
	P10145
	CXCL8

	Tumor necrosis factor receptor superfamily member 21
	O75509
	TNFRSF21

	Decorin
	P07585
	DCN

	Natural cytotoxicity triggering receptor 1
	O76036
	NCR1

	Arginase-1
	P05089
	ARG-1

	Matrilysin
	P09237
	MMP7

	C-C motif chemokine 3
	P10147
	CCL3

	Nitric oxide synthase. endothelial
	P29474
	NOS3

	Interleukin-2
	P60568
	IL-2

	Galectin-9
	O00182
	LGALS9

	Vascular endothelial growth factor receptor 2
	P35968
	VEGFR-2

	Tumor necrosis factor receptor superfamily member 5
	P25942
	CD40

	Mucin-16
	Q8WXI7
	MUC16

	Interleukin-18
	Q14116
	IL-18

	Granzyme H
	P20718
	GZMH

	Transforming growth factor beta-1 proprotein
	P01137
	LAP-TGFB1

	Growth-regulated alpha protein
	P09341
	CXCL1

	T-cell surface glycoprotein CD4
	P01730
	CD4

	Tumor necrosis factor ligand superfamily member 14
	O43557
	TNFSF14

	Tumor necrosis factor ligand superfamily member 12
	O43508
	TNFSF12

	Platelet-derived growth factor subunit B
	P01127
	PDGFB

	Programmed cell death protein 1
	Q15116
	PDCD1

	Tumor necrosis factor ligand superfamily member 6
	P48023
	FASLG

	T-cell-specific surface glycoprotein CD28
	P10747
	CD28

	C-C motif chemokine 19
	Q99731
	CCL19

	C-C motif chemokine 8
	P80075
	CCL8

	C-C motif chemokine 4
	P13236
	CCL4

	Galectin-1
	P09382
	LGALS1

	Programmed cell death 1 ligand 1
	Q9NZQ7
	CD274

	Interleukin-33
	O95760
	IL33

	CD27 antigen
	P26842
	CD27

	Adenosine deaminase
	P00813
	ADA

	T-cell surface glycoprotein CD8 alpha chain
	P01732
	CD8A

	Tumor necrosis factor receptor superfamily member 9
	Q07011
	TNFRSF9

	Angiopoietin-1 receptor
	Q02763
	TEK

	C-C motif chemokine 7
	P80098
	CCL7

	CD40 ligand
	P29965
	CD40LG

	Interleukin-1 alpha
	P01583
	IL1A

	Natural killer cell receptor 2B4
	Q9BZW8
	CD244

	Pro-epidermal growth factor
	P01133
	EGF

	Angiopoietin-1
	Q15389
	ANGPT1

	Interleukin-7
	P13232
	IL-7

	Lymphocyte activation gene 3 protein
	P18627
	LAG3

	Carbonic anhydrase 9
	Q16790
	CA9

	Interleukin-15
	P40933
	IL-15

	Placenta growth factor
	P49763
	PGF

	Interleukin-6
	P05231
	IL6

	Adhesion G-protein coupled receptor G1
	Q9Y653
	ADGRG1

	C-C motif chemokine 2
	P13500
	CCL2

	Cytotoxic and regulatory T-cell molecule
	O95727
	CRTAM

	C-C motif chemokine 23
	P55773
	CCL23

	Tumor necrosis factor receptor superfamily member 12A
	Q9NP84
	TNFRSF12A

	Interleukin-10
	P22301
	IL-10

	CD70 antigen
	P32970
	CD70

	C-X-C motif chemokine 10
	P02778
	CXCL10

	Fractalkine
	P78423
	CX3CL1

	Heme oxygenase 1
	P09601
	HMOX1

	Granzyme A
	P12544
	GZMA

	Hepatocyte growth factor
	P14210
	HGF

	Interleukin-5
	P05113
	IL-5

	Tumor necrosis factor receptor superfamily member 4
	P43489
	TNFRSF4

	C-X-C motif chemokine 5
	P42830
	CXCL5

	C-C motif chemokine 17
	Q92583
	CCL17

	Pleiotrophin
	P21246
	PTN

	CD83 antigen
	Q01151
	CD83

	Granzyme B
	P10144
	GZMB

	Natural killer cells antigen CD94
	Q13241
	KLRD1

	Tumor necrosis factor
	P01375
	TNF

	C-C motif chemokine 20
	P78556
	CCL20

	Interleukin-13
	P35225
	IL-13

	Interleukin-12 receptor subunit beta-1
	P42701
	IL12RB1

	Interleukin-4
	P05112
	IL-4

	Angiopoietin-2
	O15123
	ANGPT2

	Vascular endothelial growth factor A
	P15692
	VEGFA

	C-X-C motif chemokine 13
	O43927
	CXCL13

	Macrophage metalloelastase
	P39900
	MMP12

	ICOS ligand
	O75144
	ICOSLG

	Caspase-8
	Q14790
	CASP-8

	Lysosome-associated membrane glycoprotein 3
	Q9UQV4
	LAMP3

	Interferon gamma
	P01579
	IFNG

	Stromal cell-derived factor 1
	P48061
	CXCL12

	Programmed cell death 1 ligand 2
	Q9BQ51
	PDCD1LG2

	Macrophage colony-stimulating factor 1
	P09603
	CSF1

	Interleukin-12
	P29459_P29460
	IL12A_IL12B

	MHC class I polypeptide-related sequence A and MHC class I polypeptide-related sequence B
	Q29983_Q29980
	MICA_MICB



Table S6. List of screened proteins (n=46) after passing the quality control. their UniProt ID’s and abbreviated names. and missing frequency (%) measured using the Olink 96 Onco-Inflammatory panel. HGNC. Human Genome Organization (HUGO) Gene Nomenclature Committee.
	Protein name
	UniProt ID
	HGNC
Symbol
	Missing frequency %

	Adenosine deaminase
	P00813
	ADA
	2%

	Arginase-1
	P05089
	ARG-1
	2%

	Carbonic anhydrase 9
	Q16790
	CAIX
	15%

	Caspase-8
	Q14790
	CASP-8
	2%

	C-C motif chemokine 20
	P78556
	CCL20
	1%

	C-C motif chemokine 3
	P10147
	CCL3
	5%

	C-C motif chemokine 4
	P13236
	CCL4
	2%

	CD27 antigen
	P26842
	CD27
	2%

	T-cell surface glycoprotein CD4
	P01730
	CD4
	16%

	Cluster of differentiation 40
	P25942
	CD40
	0%

	T-cell surface glycoprotein CD5
	P06127
	CD5
	9%

	Macrophage colony-stimulating factor 1
	P09603
	CSF-1
	2%

	Growth-regulated alpha protein
	P09341
	CXCL1
	0%

	C-X-C motif chemokine 10
	P02778
	CXCL10
	11%

	C-X-C motif chemokine 13
	O43927
	CXCL13
	10%

	C-X-C motif chemokine 5
	P42830
	CXCL5
	9%

	C-X-C motif chemokine 9
	Q07325
	CXCL9
	5%

	Decorin
	P07585
	DCN
	16%

	Pro-epidermal growth factor
	P01133
	EGF
	2%

	Tumor necrosis factor ligand superfamily member 6
	P48023
	FASLG
	21%

	Granzyme A
	P12544
	GZMA
	3%

	Granzyme B
	P10144
	GZMB
	3%

	Galectin-1
	P09382
	LGALS1
	12%

	Galectin-9
	O00182
	LGALS9
	0%

	Hepatocyte growth factor
	P14210
	HGF
	1%

	Heme oxygenase 1
	P09601
	HMOX1
	2%

	ICOS ligand
	O75144
	ICOSLG
	25%

	Interleukin-1 alpha
	P01583
	IL-1A
	5%

	Interleukin-18
	Q14116
	IL-18
	1%

	Interleukin-6
	P05231
	IL-6
	20%

	Interleukin-8
	P10145
	IL-8
	0%

	Transforming growth factor beta-1 proprotein
	P01137
	LAP-TGFB1
	5%

	Monocyte Chemoattractant Protein 1
	P13500
	CCL2 
	2%

	Macrophage metalloelastase
	P39900
	MMP12
	2%

	Matrilysin
	P09237
	MMP7
	2%

	Programmed cell death protein 1
	Q15116
	PDCD1
	2%

	Placenta growth factor
	P49763
	PGF
	6%

	Pleiotrophin
	P21246
	PTN
	22%

	Tumor necrosis factor receptor superfamily member 21
	O75509
	TNFRSF21
	1%

	Tumor necrosis factor receptor superfamily member 4
	P43489
	TNFRSF4
	10%

	Tumor necrosis factor receptor superfamily member 9
	Q07011
	TNFRSF9
	3%

	Tumor necrosis factor ligand superfamily member 14
	O43557
	TNFSF14
	3%

	Tumor necrosis factor-related apoptosis-Inducing Ligand 
	O14763
	TRAIL
	2%

	Tumor necrosis factor ligand superfamily member 12
	O43508
	TWEAK
	2%

	Vascular endothelial growth factor A
	P15692
	VEGFA
	1%

	Vascular endothelial growth factor receptor 2
	P35968
	VEGFR-2
	24%
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Figure S1

CONSORT flowchart of the study. OFD, open flap debridement; EMD, enamel matrix derivatives; A-PRF+, advanced platelet rich fibrin+.
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