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Supplemental Figure S1. Gene ontology (GO) analysis of DETs 
All annotated DETs were separated based on up- and downregulation, then classified by biological process (BP), molecular function (MF), and cellular component (CC). 
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Supplemental Figure S1. Gene ontology (GO) analysis of DET
All annotated DETs were separated based on up- and downregulation,
then classified by biological process (BP), molecular function (MF), and

cellular component (CC).




