
Kynurenine promotes angiogenesis through mTOR signaling in head 

and neck squamous cell carcinoma 

Supplementary figure 1 

Reprogramming of tryptophan metabolism in HNSCC. A. partial least squares discriminant analysis 
(PLS-DA) in negative pattern, B. clustering analysis of differential metabolites in the negative ion 
pattern, C. volcano maps of differential metabolites in the negative ion pattern, D. negative ion pattern 
KEGG-enriched bubble maps[1-3]. 
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