Kynurenine promotes angiogenesis through mTOR signaling in head
and neck squamous cell carcinoma

Supplementary figure 1

TC.vs.NT
NT Tc
class —» > 54
204~ /'/\\
( / . “Re 4 DE_Meta
104 4 . . \\ e
_ : & A g * - jow
§° \ \ . ® \ 537 e NoDiff
0 \ . \ 3
b . 2
5 e, \ | =] VIP
O 4 " N . // 32— r~ ® 1
G T
T / [ 3]
20 1 °| o o
~ 14
30 T -
2 10 0 10 20 0
PC1 (17.48%) |
. . T T T T T
R2Y: 0.87, Q2Y: 0.63 -4 -2 0 2 4
log2(fold change)
C TC.vs.NT D
[ \ T |
- I‘ 4
= 1 | ! "
= [ I 2 al or-
- 0 -log10(Pvalue)
— & 10
=== = I
4 08

i

Number
o 100
® 125
@ 150
@
@®:0

0.8 1.0

U.A U.b 0.
Ratio

$25.5807Bou
LLLv98NBou
8.299N Bou
£94466NBou
990660N Bou

Reprogramming of tryptophan metabolism in HNSCC. A. partial least squares discriminant analysis
(PLS-DA) in negative pattern, B. clustering analysis of differential metabolites in the negative ion
pattern, C. volcano maps of differential metabolites in the negative ion pattern, D. negative ion pattern
KEGG-enriched bubble maps[1-3].
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