Supplementary Figures captions.
Supplementary Fig. 1. Box and whisker plots representing FIB4 scores from the analysed patients. The median is represented by the horizontal line in each box. Boxes cover the 25th and 75th percentile quantiles, and bars show the 10 and 90% quantiles. Individual data is also shown by coloured dots. Group of subjects and colouring, see caption Fig. 1.
Supplementary Fig. 2. Box and whisker plots representing NALFD scores from the analysed patients. The median is represented by the horizontal line in each box. Boxes cover the 25th and 75th percentile quantiles, and bars show the 10 and 90% quantiles. Individual data is also shown by coloured dots. Group of subjects and colouring, see caption Fig. 1.
Supplementary Fig. 3. Box and whisker plots representing Fibroscan® pressure values (kPa) from the analysed patients. The median is represented by the horizontal line in each box. Boxes cover the 25th and 75th percentile quantiles, and bars show the 10 and 90% quantiles. Individual data is also shown by coloured dots. Group of subjects and colouring, see caption Fig. 1.
Supplementary Fig. 4. Rarefaction curves of species richness showing the sequencing depth from the analysed patients. The 0X-axis represents the sequencing depth in number of reads, and the 0Y-axis the estimation of the species (ASV) richness detected.
Supplementary Tables.
Supplementary Table 1. Sample size and demographic and clinical characteristics of subjects into study.
Supplementary Table 2. Top 20 most abundant ASV retrieved from the analysed set of individuals and their abundance in each analysed group of subjects.
Supplementary Table 3. Taxonomy and total counts for each ASV and sample analysed.

