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Table S1. Total predicted genes, absolute enzybiotic gene counts, and normalized enzybiotic density (per 10,000 genes) across 15 environments.

	Environment
	Total predicted genes
	Total enzybiotic genes
	Enzybiotic per 10k genes

	Charmshahr
	4,353,769
	2634
	6.05

	Seawater
	5,555,423
	1001
	1.8

	PET_Cow Gut
	1,632,568
	494
	3.03

	Varamin
	1,305,332
	1523
	11.67

	River Estuary
	3,046,857
	165
	0.54

	Vegetation of Alpine bogs
	3,556,119
	417
	1.17

	Rimov Reservoir
	8,801,145
	1048
	1.19

	PS Seawater
	922,926
	338
	3.66

	PE Soil
	2,991,396
	562
	1.88

	Hot Spring
	980,659
	331
	3.38

	Ocean
	6,184,015
	563
	0.91

	Groundwater
	2,301,386
	314
	1.37

	Fecal
	3,300,294
	713
	2.16

	Brine
	11, 842,302
	1661
	9.02

	Plastic Catalog
	53,318,076
	8812
	1.65
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