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Supplementary Table S1: Sampling Calculation
	Sample size
To determine the sample size for isolating E. coli in animal farms we used a stratified sampling formula as follows:
Stratified sampling formula:
N = Σ (N_i × (Z^2 × P_i × (1-P_i)) ÷ ((N_i-1) × E^2 + Z^2 × P_i × (1-P_i))
Where:
n = total sample size
N_i = population size of each stratum (sheep and goats)
Z = Z-score (e.g. 1.96 for 95% confidence)
P_i = expected prevalence of E. coli in each stratum
E = margin of error (e.g. 0.05 for 5% error)
Calculating sample size for each stratum:
Sheep stratum:
N_sheep = 100
P_sheep = 0.5 (unknown, assume 0.5 for maximum variability)
E = 0.05
Z = 1.96
N_sheep = (100× (1.96)^2 × 0.5 × (1-0.5)) ÷ ((100-1) × (0.05)^2 + (1.96)^2 × 0.5 × (1-
0.5))
N_sheep = 79.5~80
Goat stratum:
N_goat = 100
P_goat = 0.5 (unknown, assume 0.5 for maximum variability)
E = 0.05
Z = 1.96
N_goat = (100× (1.96)^2 × 0.5 × (1-0.5)) ÷ ((100-1) × (0.05)^2 + (1.96)^2 × 0.5 × (1-
0.5))
N_goat =79.5 ~ 80
Thus, the stratified sampling ensures that each species contributes 50% to the total sample, leading to 80 faecal samples from both sheep and goats.





