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Table S1: nsSNPs data retrieved from Ensembl genome browser
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rs1562876459 7:117480138 T/C L/P 15 deleterious 0 430 benign 0.429

Table S2: The number of variants residing in different exons of CFTR
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Figure Sla: RMSD plot for A9V
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Figure S1b: RMSD plot for Q372R
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Figure S1c: RMSD plot for D373V
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Figure S1d: RMSD plot for D373Y
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Figure Sle: RMSD plot for E528G
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Figure S1f: RMSD plot for E588V
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Figure S1g: RMSD plot for R487K
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Figure S1h: RMSD plot for D984N
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Figure S1i: RMSD plot for D985N
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Figure S1j:RMSD plot for M11371
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Figure S1k: RMSD plot for R1162L
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Figure S1l: RMSD plot for W1310G




RMSD
1721

16 -
12 -

08 -

RMSD (A)

06 -
0.4 -
02 |

0 -
-ﬂl.ﬂla [T I [Tr T [T AT [T T [T T AT [T T [T P T [T I [T T T [T AT [T AT [T T I r [T F T [T I T [TT T [T T I [TT T [TTir[TToIT]

40 100 150 200 250 300 350 400 450 300 550 600 650 TOO V50 200 850 900 950 1000
Time (fsec)

RMSD

——Cur Frame

Figure SIm: RMSD plot for D1341G
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Figure S1n: RMSD plot for V1415G

Figure S1: RMSD plots for the Mutated variants



Table S3: Genotyping data as obtained through ARMS PCR

Patients CONTROLS
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