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Fig. S1. Bioinformatic analysis screening of key signature genes for cellular pyroptosis in ulcerative colitis. (A) Differential gene heat map. (B) Soft threshold screening. (C) Determination of scale-free topological fit index R². (D) Screening of co-expression matrix-related modules. (E) Screening for focal death-related UC differential genes. (F) Comparison of regularisation-based LASSO coefficient shrinkage with model deviation. (G) barplot plots versus ROC curves to validate the diagnostic performance of ZBP1, CD55, S100A8, LCN2.
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