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Figure S1. General morphology of Mombasina parasexualis gen et sp. nov. including irregular (A), different limax sizes (B), floating (arrow, C) and putative cyst at different stages of Mombasina parasexualis gen et sp. nov. Scale bars = 10 µm.

Figure S2. Broad-scale phylogenetic placement of Mombasina parasexualis gen. et sp. nov. within Heterolobosea. Bayesian analysis of the 18S rDNA dataset (96 taxa: 92 ingroup heteroloboseans plus four outgroup taxa) recovered a topology congruent with previous studies. Within this framework, the new isolate YT1_mombasa consistently forms a strongly supported clade with Orodruina flavescens and the uncultured clone DQ504339.1, together constituting a robust sister lineage to the Neovahlkampfiidae (Neovahlkampfia damariscottae, N. nana). Node support values represent Bayesian posterior probabilities. Similar support for most clades was recovered using both ultrafast and standard bootstrap analyses in IQ-TREE (data not shown). The scale bar indicates the expected number of substitutions per site.

Supplementary video 1. The video shows morphological diversity and behavioral dynamics of the YT_Mombasa isolate (Mombasina parasexualis gen et sp. nov.). The new isolate exhibits a wide spectrum of locomotory modes and cell morphologies, including limax-type non-eruptive movement, eruptive and non-directional locomotion, and transitional forms between these states. Cells display substantial morphological plasticity, appearing elongate, branched, or in floating morphotypes. Large polyploid, multinucleated cells are frequently observed, along with fragmentation events in which oversized cells divide into smaller viable cells. https://youtu.be/Y_c9JD4Wdbg

