
 Supplementary Table: S1 Tomato genotypes and collecting sources used in this study
	Sr.No
	Line Code
	Collecting Source

	1
	Tom/Cr/Pr/01
	DAR-VSF ARI Quetta

	2
	Tom/Sl/Ks/02
	DAR-VSF ARI Quetta

	3
	Tom/Cr/Pr/03
	DAR-VSF ARI Quetta

	4
	Tom/Cr/Pr/04
	DAR-VSF ARI Quetta

	5
	Tom/Cr/Pr/05
	DAR-VSF ARI Quetta

	6
	Tom/Cr/Pr/06
	DAR-VSF ARI Quetta

	7
	Tom/Cr/Pr/07
	DAR-VSF ARI Quetta

	8
	Tom/Sl/El/08
	DAR-VSF ARI Quetta

	9
	Tom/Sl/El/09
	DAR-VSF ARI Quetta

	10
	Tom/Cr/Pr/10
	DAR-VSF ARI Quetta

	11
	Tom/Sl/Rio/11
	DAR-VSF ARI Quetta

	12
	Tom/Sl/Gh/12
	DAR-VSF ARI Quetta

	13
	Tom/Sl/G1057/13
	DAR-VSF ARI Quetta

	14
	Tom/Sl/Sp/14
	DAR-VSF ARI Quetta

	15
	Tom/Sl/T-13/15
	DAR-VSF ARI Quetta

	16
	Tom/Sl/An/20
	DAR-VSF ARI Quetta

	17
	Tom/Sl/Na/22
	DAR-VSF ARI Quetta

	18
	Tom/Sl/Di/24
	DAR-VSF ARI Quetta

	19
	Tom/Cr/Pr/25
	DAR-VSF ARI Quetta

	20
	Tom/Cr/Br/29
	DAR-VSF ARI Quetta

	21
	Tom/Sl/W.C/31
	DAR-VSF ARI Quetta

	22
	Cherry
	RLP- AgroScience Germany

	23
	Rio-grande
	NARC Islamabad

	24
	Sahil
	NARC Islamabad

	25
	Doller
	NARC Islamabad

	26
	Bolan
	ARI Quetta

	27
	Matina
	RLP- AgroScience Germany

	28
	Hellfurtch
	RLP- AgroScience Germany

	29
	EP-01
	ARI Quetta

	30
	EP-02
	ARI Quetta

	31
	TOM-01
	ARI Quetta

	32
	TOM-02
	ARI Quetta

	33
	TOM-1900
	ARI Quetta

	34
	TOM-19023
	ARI Quetta

	35
	TOM-19047
	ARI Quetta

	36
	TOM-19058
	ARI Quetta

	37
	TOM-19061
	ARI Quetta

	38
	TOM-19069
	ARI Quetta

	39
	TOM-19074
	ARI Quetta

	40
	TOM-19077
	ARI Quetta

	41
	TOM-19091
	ARI Quetta

	42
	TOM-19112
	ARI Quetta

	43
	TOM-19124
	ARI Quetta

	44
	TOM-19125
	ARI Quetta

	45
	TOM-19126
	ARI Quetta

	46
	Pusa Rubi
	RLP- AgroScience Germany


























Supplementary Table: S2 Disease (wilting) grading scale.

	Grade
	Percent of wilt

	No symptoms observed
	0

	Moderate wilt and yellowing
	1–25%

	Moderate chlorosis/wilt
	26–50%

	Severe chlorosis and wilt
	51–75%

	Complete wilting
	>75%


Supplementary Table. S3 Nomenclature of Fusarium spp. isolates and gel elution kit No. Used in the study

	S. #
	Isolate ID
	District of origin
	Host
	gel elution kit (#Cat No.)

	1
	Tom-BAC1
	Quetta
	Tomato
	32605

	2
	Tom-BAC2
	Quetta
	Tomato
	32605

	3
	Tom-BAC3
	Quetta
	Tomato
	32605

	4
	Tom-BAC4
	Quetta
	Tomato
	32605

	5
	Tom-BAC5
	Quetta
	Tomato
	32605


Supplementary Table. S4 Primer sequences, accession, base pair (bp) and annealing of chosen tomato defense-responsive genes.
	Gene
	Function
	Accession
	CDS (bp)
	F Primer (5′→3′)
	R Primer (5′→3′)
	Amplicon (bp)
	Annealing (°C)

	SlPR1a
	SAR marker
	AJ011520
	600
	TCTTGCGGTTCATAACGATG
	CAGCTCTTGAGTTGGCATAG
	104
	57

	SlWRKY33
	Stress TF
	NM_001247423
	1080
	AGCAGCGAGTTCATGTTCAT
	CTGAGGAGGACGAGGAGAGT
	110
	58

	SlPAL
	Phenylpropanoid
	U14588
	2172
	TGGGAGGAAGTAGAGAGGGA
	AGGATGGTAGCGGAGGAGAA
	150
	58

	SlLOX1
	JA synthesis
	AF137369
	2760
	TGGTGGTGGTGTTGTGTGTT
	TTCTTCTTGGCGTGGGATAA
	145
	59

	SlACS2
	ET biosynthesis
	M59487
	1392
	CAACGAGGAGGAGGAGGAAG
	GATGGAGAGGAGGAGGAAGG
	132
	58


Supplementary Table. S5 Disease severity (%) in different genotypes infected with Fusarium wilt disease 
	Genotype
	Disease Severity %
	Mean Severity %
	Grading
	Grouping

	
	2022
	2023
	
	
	

	Tom/Cr/Pr/01
	25.83
	28.85
	27.34
	Moderate susceptible
	OPQ

	Tom/Sl/Ks/02
	93.5
	84.08
	88.79
	High susceptible
	B

	Tom/Cr/Pr/03
	35.83
	35.32
	35.58
	Moderate susceptible
	KL

	Tom/Cr/Pr/04
	61.17
	60.76
	60.97
	Susceptible
	D

	Tom/Cr/Pr/05
	55.5
	54.69
	55.10
	Susceptible
	E

	Tom/Cr/Pr/06
	68.17
	68.29
	68.23
	Susceptible
	C

	Tom/Cr/Pr/07
	13.53
	18.56
	16.05
	Moderate resistance (Tolerance)
	T

	Tom/Sl/El/08
	31
	26.96
	28.98
	Moderate susceptible
	MNOPQ

	Tom/Sl/El/09
	41.5
	42.43
	41.97
	Moderate susceptible
	HI

	Tom/Cr/Pr/10
	41.17
	48.55
	44.86
	Moderate susceptible
	FGH

	Tom/Sl/Rio/11
	27.17
	22.53
	24.85
	Moderate susceptible
	QRS

	Tom/Sl/Gh/12
	44.33
	50.06
	47.20
	Moderate susceptible
	F

	Tom/Sl/G1057/13
	42.5
	40.63
	41.57
	Moderate susceptible
	HI

	Tom/Sl/Sp/14
	31.17
	36.56
	33.87
	Moderate susceptible
	KL

	Tom/Sl/T-13/15
	34.5
	30.45
	32.48
	Moderate susceptible
	KLMN

	Tom/Sl/An/20
	44.83
	38.28
	41.56
	Moderate susceptible
	HIJ

	Tom/Sl/Na/22
	23.5
	20.52
	22.01
	Moderate resistance (Tolerance)
	RS

	Tom/Sl/Di/24
	38.83
	33.29
	36.06
	Moderate susceptible
	KL

	Tom/Cr/Pr/25
	25.17
	29.53
	27.35
	Moderate susceptible
	PQ

	Tom/Cr/Br/29
	30.17
	32.35
	31.26
	Moderate susceptible
	KLMNO

	Tom/Sl/W.C/31
	31.5
	39.03
	35.27
	Moderate susceptible
	KL

	Cherry
	49.17
	44.78
	46.98
	Moderate susceptible
	FG

	Rio-grande
	14.83
	17.03
	15.93
	Moderate resistance (Tolerance)
	T

	Sahil
	71.17
	72.01
	71.59
	Susceptible
	C

	Doller
	36.5
	37.33
	36.92
	Moderate susceptible
	JK

	Bolan
	21.83
	22.06
	21.95
	Moderate resistance (Tolerance)
	S

	Matina
	29.17
	26.34
	27.76
	Moderate susceptible
	NOPQ

	Hellfurtch
	20.5
	23.34
	21.92
	Moderate resistance (Tolerance)
	S

	EP-01
	49.17
	49.27
	49.22
	Moderate susceptible
	F

	EP-02
	38.5
	34.15
	36.33
	Moderate susceptible
	JK

	TOM-01
	34.17
	31.59
	32.88
	Moderate susceptible
	KLM

	TOM-02
	25.5
	28.1
	26.80
	Moderate susceptible
	QR

	TOM-1900
	52.83
	58.7
	55.77
	Susceptible
	E

	TOM-19023
	25.5
	31.58
	28.54
	Moderate susceptible
	NOPQ

	TOM-19047
	22.83
	28.62
	25.73
	Moderate susceptible
	QRS

	TOM-19058
	38.67
	46.47
	42.57
	Moderate susceptible
	GHI

	TOM-19061
	42.5
	39.08
	40.79
	Moderate susceptible
	IJ

	TOM-19069
	47.5
	48.29
	47.90
	Moderate susceptible
	F

	TOM-19074
	45.17
	52.04
	48.61
	Moderate susceptible
	F

	TOM-19077
	29.17
	30.01
	29.59
	Moderate susceptible
	MNOPQ

	TOM-19091
	31.5
	39.55
	35.53
	Moderate susceptible
	KL

	TOM-19112
	35.5
	27.19
	31.35
	Moderate susceptible
	LMNOP

	TOM-19124
	27.5
	27.63
	27.57
	Moderate susceptible
	PQ

	TOM-19125
	46.5
	50.13
	48.32
	Moderate susceptible
	F

	TOM-19126
	27.5
	26.93
	27.22
	Moderate susceptible
	PQ

	Pusa Ruby
	100
	99
	99.50
	High susceptible
	A



Different lettering showing statistically significant differences at P<0.05 probability level. 

