MRNAId

Input

Five Prime Flanking Sequence: AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGA-
GAACCCGCCACC

Three Prime Flanking Sequence:
ATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCTGTGGTCGC-
TACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGC-
CTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTGCAC-
CCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA/

MRNA Sequence:

AGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUCGUGAGCCCCAUGCUGUGGCACGC-
CAUGCCACCAGAGCUGAACACCGCCAGACUGAUGGCCGGCGCAGGACCAGLCCCCAAUGLCUG-
GCCGCCGCCGCCGGAUGGCAGACACUGAGCGCAGCCCUGGACGCACAGGLCCGUGGAACU-
GACCGCCAGACUGAACAGCCUGGGAGAGGCCUGGACAGGCGGCGGCAGCGACAAGGC-
CCUGGCCGCCGCCACACCAAUGGUGGUGUGGCUGCAGACCGCCAGCACCCAGGCCAAGA-
CAAGAGCCAUGCAGGCCACCGCCCAGGCCGCCGCCUACACCCAGGCCAUGGCCACCAC-
CCCCAGCCUGCCAGAGAUCGCCGCCAACCACAUCACCCAGGLCLCGUGLCUGALCCGCCAC-
CAACUUCUUCGGCAUCAACACCAUCCCCAUCGCCCUGACCGAGAUGGACUACUUCAUCA-
GAAUGUGGAACCAGGCCGCCCUGGCCAUGGAGGUGUACCAGGCCGAGACCGCCGUGAA-
CACCCUGUUCGAGAAGCUGGAGCCCAUGGCCAGCAUCCUGGACCCCGGCGCCAGCCAGAG-
CACCACCAACCCCAUCUUCGGCAUGCCCAGCCCCGGCAGCAGCACACCAGUG-
GGCCAGCUGCCCCCAGCCGCCACCCAGACCCUGGGACAGCUGGGAGAGAUGAGCGGC -
CAUGCAGCAGCUGACCCAGCCACUGCAGCAGGUGACCAGCCUGUUCAGCCAGGUGGGCG-
GCACCGGCGGCGGAAACCCAGCCGACGAGGAAGCCGCCCAGAUGGGACUGCUGGGAA-
CAAGCCCACUGAGCAACCACCCACUGGCCGGAGGCUCAGGACCAAGCGLCEGGLaeeaae-
CUGCUGAGAGCCGAGUCACUGCCCGGCGCCGGAGGCAGCCUGACAAGAALCCCCCCUGAU-
GAGCCAGCUGAUCGAGAAACCCGUGGCCCCCAGCGUGAUGLCCAG LG eeaeeaeea-
GAAGCUCAGCAACCGGAGGAGCAGCACCAGUGGGAGCCGGAGCCAUGGGACAGGGCCG-
CACAGAGCGGCGGAAGCACAAGACCAGGLCCUGGUGGLCCCCCGLCCCCACUGGCCCAGGAGA-
GAGAAGAGGACGACGAGGACGACUGGGACGAGGAGGACGALCUGGGGLCGGLEGGCG-
GCAGCAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUAGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUGAGCUGGAGCCUCGAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUCGUGAGCCCCAUGGCCAGAGGC-
CUGCAGGGCGUGAUGCUGAGGAGCUUCGGCGCCAGGGACCACACCGCCACCGUGAUC-
GAGACCAUCAGCAUCGCCCCCCACUUCGUGAGGGUGAGGAUGGUGAGCCCCACCCUGU-
UCCAGGACGCCGAGGCCGAGCCCGCCGCCUGGCUGAGAUUCUGGUUCCCCGACCCCAACG-
GCAGCAACACCGAGUUCCAGAGGGCCUACACCAUCAGCGAGGCCGACCCAGLCeaGLeGGeA-
GAUUCGCCGUGGACGUGGUGCUGCACGACCCAGCCGGCCCAGCCAGCAGCUGGGCCA-
GAACCGUGAAGCCAGGCGCCACAAUCGCCGUGAUGAGCCUGAUGGGCAGCAGCAGGUUC-
GACGUGCCCGAGGAGCAGCCCGCCGGCUACCUGCUGAUCGGCGACAGCGLCCAGCAUC-
CCCGGCAUGAACGGCAUCAUCGAGACCGUGCCCAACGACGUGCCCAUCGAGAUGUACCUG-
GAGCAGCACGACGACAACGACACCCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGU-
GAGGUGGGUGAUGAGGAGGGACGAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUG-
GAGCGACUGGUACGCCUGGGCCACCCCCGAGGCCGLCCGCCCUGAAGUGCGUGAGAGUGAG-
GCUGAGGGACGAGUUCGGCUUCCCCAAGAGCGAGAUCCACGCCCAGGCCUACUGGAACGC-
CGGCAGAGCCAUGGGCACCCACAGAGCCACCGAGCCAGCCGCCACAGAACCAGAAGUG-
GGCGCCGCCCCACAGCCAGAGUCAGCCGUGCCAGCCCCAGCCAGAGGCAGCUGGAGAGC-
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CCAGGCAGCAAGCAGACUGCUGGCACCCCUGAAGCUGCCCCUGGUGCUGAGCG-
GCGUGCUGGCCGCCCUGGUGACACUGGCCCAGCUGGCCCCAUUCGUGCUGCUGGUG-
GAGCUGAGCAGGCUGCUGGUGAGCGGCGCCGGAGCCCACAGACUGUUCACAGUGGGCU-
UCGCCGCCGUGGGACUGCUGGGAACAGGAGCCCUGCUGGCCGCCGCCCUGACACUGUG-
GCUGCACGUGAUCGACGCCAGGUUCGCCAGGGCCCUGAGACUGAGGCUGCUGAGCAAGCU-
GAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCGGCAGCAUCAAGAAGCUGGU-
GACCGACGACACCCUGGCCCUGCACUACCUGGUGACACACGCCGUGCCAGACGCCGUGGC-
CGCCGUGGUGGLCLCLCLCCGUGGGCGUGCUGGUGUACCUGUUCGUGGUGGACUGGAGAGUG-
GCCCUGGUGCUGUUCGGCCCCGUGCUGGUGUACCUGACCAUCACCAGCAGCCUGAC-
CAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCAGAGGUGGGCCGAGAAGAUGAACGGC-
GAGGCCGGCAGCUACCUGGAGGGCCAGCCCGUGAUCAGAGUGUUCGGCGC-
CGCCAGCAGCAGCUUCAGGAGGAGGCUGGACGAGUACAUCGGCUUCCUGGUGGCCUGGCA-
GAGGCCCCUGGCCGGCAAGAAGACCCUGAUGGACCUGGCCACCAGACCCGLCCACcUUC-
CUGUGGCUGAUCGCCGCCACCGGCACCCUGCUGGUGGCCACCCACAGAAUGGACCCCGU-
GAACCUGCUGCCCUUCAUGUUCCUGGGCACCACCUUCGGCGCCAGACUGCUGGGCAUCGC-
CUACGGCCUGGGCGGCCUGAGGACAGGCCUGCUGGCCGCCAGACACCUGCAGGUGA-
CACUGGACGAGACCGAGCUGGCCGUGAGAGAGCACCCCAGGGAGCCACUGGACGGCGAG-
GCCCCCGCCACCGUGGUGUUCGACCACGUGACCUUCGGCUACAGACCCGGCGUGCCAGU-
GAUCCAGGACGUGAGCCUGACCCUGAGACCAGGCACCGUGACAGCCCUGGUGGGC-
CCCAGCGGAAGCGGCAAGAGCACCCUGGCCACCCUGCUGGCCAGGUUCCACGACGUG-
GAGAGGGGCGCCAUCAGAGUGGGCGGCCAGGACAUCAGGAGCCUGGLCCGCCGAC-
GAGCUGUACACCAGAGUGGGCUUCGUGCUGCAGGAGGCCCAGCUGGUGCACGGAACCGC-
CGCCGAGAACAUCGCACUGGCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUG-
GCAGCCAGAGAGGCCCAGAUCCACGACAGGGUGCUGAGACUGCCCGACGGCUACGA-
CACAGUGCUGGGCGCCAACAGCGGCCUGAGCGGCGGCGAGAGGCAGAGACUGAC-
CAUCGCCAGAGCCAUCCUGGGCGACACCCCCGUGCUGAUCCUGGACGAGGCCACCGCCU-
UCGCCGACCCCGAGAGCGAGUACCUGGUGCAGCAGGCCCUGAACAGACU-
GACCAGGGACAGGACCGUGCUGGUGAUCGCCCACAGGCUGCACACCAUCACCAGGGCCC-
GACCAGAUCGUGGUGCUGGACCACGGCAGGAUCGUGGAGAGAGGCACCCACGAG-
GAGCUGCUGGCCGCCGGAGGCAGAUACUGCAGACUGUGGGACACCGGCCAGGGCAGCA-
GAGUGGCCGUGGCCGCCGCCCAGGACGGCACCAGAGGCGGCAUCGUGGGCAUUGU-
UGCUGGCCUGGCUGUCCUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAU-
GUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGC-
GACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGAGA-
GAACCCGCCACCAUGGACGCAAUGAAGAGAGGCCUGUGLCUGCGUGLCUGLCUGCUGUGCG-
GCGCCGUGUUCGUGAGCCCCAUGAGCUACAUGAUCGCCACCCCAG CLCGLCLCLUGALCEGC-
CGCCGCCACCGACAUCGACGGAAUCGGCAGCGCAGUGAGCGUGGCCAACGCAGC-
CGCAGUGGCCGCAACAACAGGAGUGCUGGCCGCCGGAGGCGACGAGGUGLCUGGLCGC-
CAUCGCCAGGCUGUUCAACGCCAACGCCGAGGAGUACCACGCCCUGAGCGLCCCAGGUGGC-
CGCCUUCCAGACCCUGUUCGUGAGGACCCUGACCGGCGGCUGCGGCGUGUUCAGAAGAA-
GAAGGGGCAGGCAGUGCGUGACCGCCGCCGAGCACAGAGCCGCCGGCGCCGGCAGAA-
GACAGAGGAGAAGAAGAAGCGGCGACGGCCAGUGGAGACUGAGACAGCAGAGACACUUCG-
GCUGCGGCGGCCAGCCCGAGUUCAGGCAGCACAGCGAGCACAGGAGAGGLCGGLGGLCG-
GCAGCAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUAGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUGAGCUGGAGCCUCG

Codon Usage: h_sapiens
Codon Usage freq.threshold: 0.1
Uridine depletion:

avoid Motifs: Hindlll

Parameters
Min GC Content: 0.3 Max GC Content: 0.7
Window Size for local GC Content: 100 Entropy Window size: 30
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Optimized Outputs

Output 1

RNA Sequence:
AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGACGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUUCCCCGAUGCUCUG-
GCAUGCGAUGCCGCCUGAACUCAAUACAGCUCGAUUGAUGGCCGGUGCAGGGCCUG-
CACCGAUGCUUGCUGCAGCGGCGGGUUGGCAAACACUCAGUGCUGCGUUGGAUGCG-
CAAGCAGUCGAACUCACUGCACGGCUUAAUUCCCUCGGAGAAGCGUGGACUGGUGGAG-
GAUCCGAUAAAGCGCUCGCUGCGGCUACACCUAUGGUAGUAUGGUUGCAAACUGCAU-
CAACGCAAGCGAAAACUCGGGCUAUGCAAGCAACUGCUCAAGCGGCAGCAUAUA-
CACAAGCGAUGGCUACGACACCUUCUCUUCCGGAAAUAGCUGCAAAUCAUAUUA-
CACAAGCGGUUCUCACUGCGACGAACUUCUUCGGCAUCAACACCAUCCCCAUCGCCCU-
GACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCGCCCUGGCCAUGGAG-
GUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAACUUGAACCUAUGGCAU-
CAAUACUUGAUCCUGGUGCUUCACAAUCCACAACUAAUCCUAUAUUUGGAAUGCCUUC-
CCCUGGUUCUUCCACGCCGGUUGGACAACUUCCGCCGGCAGCUACUCAAACUCUCGGU-
CAAUUGGGGGAAAUGUCCGGUCCGAUGCAACAACUCACGCAACCGCUUCAACAGGU-
UACUAGUUUGUUUAGUCAGGUAGGGGGAACAGGGGGGGGGAAUCCUGCAGAUGAA-
GAAGCUGCGCAAAUGGGGUUGCUUGGGACAUCCCCUCUCUCAAAUCAUCCUCU-
UGCAGGAGGUUCAGGGCCUAGUGCUGGAGCUGGUCUUCUCCGAGCUGAAUCUCUUC-
CUGGGGCGGGGGGUUCACUCACGCGGACACCAUUGAUGUCACAGUUGAUUGAAAAAC-
CUGUCGCACCAUCUGUUAUGCCAGCAGCAGCAGCAGGAUCUUCAGCGACGGGAG-
GUGCUGCACCUGUUGGUGCUGGUGCAAUGGGACAGGGUGCACAGAGUGGUGGUU-
CAACUCGGCCUGGACUUGUUGCGCCAGCGCCUCUUGCUCAAGAACGGGAAGAAGAU-
GAUGAAGAUGAUUGGGAUGAGGAAGAUGAUUGGGGGGGGGGCGGGUCAAUUGUCG-
GGAUAGUUGCUGGCCUGGCUGUCCUGGCAGUUGUGGUCAUCGGAGCUGUG-
GUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACU-
CUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUGAU-
GAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGGUUGUGU-
UGUGUCUUGUUGCUUUGUGGAGCGGUUUUUGUUUCUCCUAUGGCGCGGGGU-
CUCCAGGGAGUAAUGCUUCGGUCAUUUGGGGCCCGCGAUCAUACGGCGACGGUUAUC-
GAGACCAUCAGCAUAGCUCCUCAUUUUGUCCGGGUACGAAUGGUCUCCCCUACACUUUU-
UCAGGAUGCGGAAGCUGAACCUGCAGCGUGGCUUCGGUUUUGGUUUCCGGAUC-
CAAACGGCAGCAAUACUGAAUUUCAGCGCGCAUAUACGAUUUCAGAAGCAGAUC-
CUGCUGCAGGACGCUUUGCGGUCGACGUCGUUCUCCAUGAUCCUGCUG-
GUCCAGCAAGUUCUUGGGCUCGCACGGUUAAACCAGGUGCAACAAUUGCAGUAAU-
GAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAG CceaGeea-
GCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGAC-
CGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACAC-
CCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGAC-
GAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGUCCGACUGGUACGCCUG-
GGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGU-
UCGGCUUCCCCAAGAGUGAAAUUCAUGCUCAGGCUUAUUGGAAUGCAGGGCGGG-
CAAUGGGGACUCAUCGCGCUACAGAACCAGCUGCUACUGAGCCAGAAGUUG-
GGGCAGCACCUCAGCCAGAAUCCGCUGUCCCAGCUCCAGCUCGAGGUAGUUGGC-
GAGCUCAGGCAGCUUCCCGGUUGCUUGCUCCACUCAAACUUCCACUCGUACUCAGUG-
GUGUUCUCGCUGCAUUGGUUACCCUUGCACAGUUGGCUCCAUUUGUAUUGUUGGUC-
GAAUUGUCCCGGCUCCUCGUUUCCGGAGCAGGAGCACAUCGCCUCUUUACAGUCGGAU-
UUGCUGCAGUAGGGCUUCUCGGGACAGGUGCUCUCCUCGCUGCAGCAUUGACU-
UUGUGGCUCCAUGUUAUAGAUGCUCGGUUUGCUCGAGCUUUGCGAUUGAGGCUGCU-
GAGCAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCG-
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GCAGCAUAAAAAAGCUCGUAACAGAUGAUACACUCGCACUCCAUUAUCUCGUAA-
CACAUGCCGUCCCAGAUGCUGUCGCUGCUGUAGUCGCUCCAGUAGGUGUUCUUGU-
CUAUUUGUUUGUCGUCGAUUGGCGAGUCGCACUCGUACUCUUCGGGCCAGUCUUGGU-
UUAUCUGACCAUCACCAGCUCACUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGC-
CCAGAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGC-
CCGUGAUCAGAGUGUUCGGCGCCGCCUCCAGCAGCUUCAGGAGGAGGCUGGACGAGUA-
CAUCGGCUUUUUGGUAGCCUGGCAGCGACCCCUUGCCGGGAAGAAGACUCUGAUGGAU-
CUCGCUACUCGACCCGCCACUUUUCUGUGGCUUAUAGCCGCCACUGGAACACUGCUG-
GUCGCCACACAUAGAAUGGACCCCGUGAACCUGCUGCCccUuCcAuGUUCCcUCG-
GGACUACUUUUGGAGCCCGACUCCUGGGAAUAGCCUAUGGGCUUGGGGGACUGCG-
CACUGGGCUGUUGGCCGCCCGGCACUUGCAGGUCACACUUGAUGAGACCGAGCUGGC-
CGUCCGGGAGCACCCCCGAGAGCCACUUGAUGGGGAAGCCCLCLGLCCACUGUCGUAUUC-
GAUCACGUAACAUUCGGAUAUCGGCCCGGAGUCCCAGUGAUCCAGGACGUGAGCCU-
GACCCUGCGCCCAGGGACCGUGACCGCACUCGUGGGGCCCUCUGGGAGUGGAAA-
GAGUACCCUGGCCACAUUGCUCGCCCGCUUCCACGAUGUGGAGCGGGGGGCCAUUCG-
GGUGGGUGGGCAGGAUAUUCGGUCUCUUGCCGCCGAUGAGCUGUAUACCCGGGUG-
GGGUUCGUGCUUCAGGAGGCCCAGCUGGUGCACGGAACCGCAGCCGAGAAUAUUG-
CACUGGCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCCGCCCGGGAAGC-
CCAGAUUCACGACAGGGUGCUGAGACUCCCCGACGGGUAUGACACGGUGLCUGGGGGC-
CAAUUCAGGCCUCUCCGGCGGGGAGCGGCAGCGCCUGACAAUUGCCAGAGCCAUUCU-
UGGGGACACCCCCGUGCUUAUUCUUGACGAGGCCACCGCCUUCGCCGACCCCGAGUCU-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCCGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGAC-
CACGGCAGGAUUGUGGAGCGCGGCACCCACGAGGAGCUUCUGGCCGCCGGAGGCA-
GAUAUUGUAGACUGUGGGACACCGGCCAGGGCUCCAGAGUGGLCCGUGGLCCGLCCGC-
CCAGGACGGCACCCGCGGCGGCAUUGUGGGCAUUGUUGLCUGGCCUGGCUGUCUUG-
GCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUAGUAAGCUGGAGCCAGCAGAGAACCCGC-
CACCAUGGACGCAAUGAAGAGAGGCCUGUGUUGCGUGCUGCUGCUGUGCGGCGC-
CGUGUUCGUGAGCCCCAUGUCCUACAUGAUUGCCACCCCAGCCG L CCUGALCCaGeeae-
CGCCACCGACAUUGACGGAAUUGGCAGUGCCGUGUCCGUGGCCAAUGCCGCAGCCGUG-
GCAGCCACCACAGGAGUGCUGGCCGCCGGAGGCGACGAGGUGCUGGCAGCCAUAGC-
CCGCCUGUUCAAUGCAAACGCCGAGGAGUACCACGC C CccuGUCCGLecCcAGGuUGGLeeae-
CUUCCAGACCCUGUUCGUGCGCACCCUGACCGGCGGLUGLGGLCGUGUUUCGLCCGCA-
GAAGAGGCCGCCAGUGCGUGACAGCCGCCGAACACAGAGLCLCGLLGGUGLCLCGGCCA-
GACGCCAGCGCCGCAGAAGAUCUGGCGACGGCCAGUGGAGACUGAGACAGCAGAGA-
CACUUCGGCUGCGGCGGCCAGCCCGAGUUCCGACAGCACUCCGAGCACAGAAGAGGCG-
GCGGCGGCAGUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUCGCAGUUGUGGU-
CAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGCGGAAAAG-
GAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGU-
CUCUCACAGCUUGAUAAGCUGGAGCCUCUAUCGUGGGCAUUGUUGCUGGCCUG-
GCUGUCCUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAG-
GAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGACGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTTCCCCGATGCTCTGGCATGCGATGCCGCCTGAACTCAATACAGCTC-
GATTGATGGCCGGTGCAGGGCCTGCACCGATGCTTGCTGCAGCGGCGGGTTGGCAAA-
CACTCAGTGCTGCGTTGGATGCGCAAGCAGTCGAACTCACTGCACGGCTTAATTCCCTCG-
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GAGAAGCGTGGACTGGTGGAGGATCCGATAAAGCGCTCGCTGCGGCTACACCTATGGTAG-
TATGGTTGCAAACTGCATCAACGCAAGCGAAAACTCGGGCTATGCAAGCAACTGCT-
CAAGCGGCAGCATATACACAAGCGATGGCTACGACACCTTCTCTTCCGGAAATAGCTG-
CAAATCATATTACACAAGCGGTTCTCACTGCGACGAACTTCTTCGGCATCAACACCATCCC-
CATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGCCCTGGCCATG-
GAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAACTTGAACCTATG-
GCATCAATACTTGATCCTGGTGCTTCACAATCCACAACTAATCCTATATTTGGAATGCCTTC-
CCCTGGTTCTTCCACGCCGGTTGGACAACTTCCGCCGGCAGCTACTCAAACTCTCGGT-
CAATTGGGGGAAATGTCCGGTCCGATGCAACAACTCACGCAACCGCTTCAACAGGTTAC-
TAGTTTGTTTAGTCAGGTAGGGGGAACAGGGGGGGGGAATCCTGCAGATGAAGAAGCT-
GCGCAAATGGGGTTGCTTGGGACATCCCCTCTCTCAAATCATCCTCTTGCAGGAG-
GTTCAGGGCCTAGTGCTGGAGCTGGTCTTCTCCGAGCTGAATCTCTTCCTGGGGCGGGG-
GGTTCACTCACGCGGACACCATTGATGTCACAGTTGATTGAAAAACCTGTCGCACCATCT-
GTTATGCCAGCAGCAGCAGCAGGATCTTCAGCGACGGGAGGTGCTGCACCTGTTGGT-
GCTGGTGCAATGGGACAGGGTGCACAGAGTGGTGGTTCAACTCGGCCTG-
GACTTGTTGCGCCAGCGCCTCTTGCTCAAGAACGGGAAGAAGATGATGAAGATGATTG-
GGATGAGGAAGATGATTGGGGGGGGGGCGGGTCAATTGTCGGGATAGTTGCTGGCCTG-
GCTGTCCTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCAGTAGAGAACCCGCCAC-
CATGGACGCAATGAAGAGAGGGTTGTGTTGTGTCTTGTTGCTTTGTGGAGCGGTTTTTGT-
TTCTCCTATGGCGCGGGGTCTCCAGGGAGTAATGCTTCGGTCATTTGGGGCCCGCGATCAT-
ACGGCGACGGTTATCGAGACCATCAGCATAGCTCCTCATTTTGTCCGGGTACGAATGGTCTC-
CCCTACACTTTTTCAGGATGCGGAAGCTGAACCTGCAGCGTGGCTTCGGTTTTGGTTTCCG-
GATCCAAACGGCAGCAATACTGAATTTCAGCGCGCATATACGATTTCAGAAGCAGATCCT-
GCTGCAGGACGCTTTGCGGTCGACGTCGTTCTCCATGATCCTGCTG-
GTCCAGCAAGTTCTTGGGCTCGCACGGTTAAACCAGGTGCAACAATTGCAGTAATGAGCCT-
GATGGGCAGCAGCAGGTTCGACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCG-
GCGACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGT-
GCCCATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCTGATCCCCCTGGC-
CAAGCACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCC-
GAGGCCATCGAGAACAGGGACTGGTCCGACTGGTACGCCTGGGCCACCCCCGAGGLCCGC-
CGCCCTGAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGAGT-
GAAATTCATGCTCAGGCTTATTGGAATGCAGGGCGGGCAATGGGGACTCATCGCGCTACA-
GAACCAGCTGCTACTGAGCCAGAAGTTGGGGCAGCACCTCAGCCAGAATCCGCTGTC-
CCAGCTCCAGCTCGAGGTAGTTGGCGAGCTCAGGCAGCTTCCCGGTTGCTTGCTCCACT-
CAAACTTCCACTCGTACTCAGTGGTGTTCTCGCTGCATTGGTTACCCTTGCACAGTTG-
GCTCCATTTGTATTGTTGGTCGAATTGTCCCGGCTCCTCGTTTCCGGAGCAGGAG-
CACATCGCCTCTTTACAGTCGGATTTGCTGCAGTAGGGCTTCTCGGGACAGGTGCTCTC-
CTCGCTGCAGCATTGACTTTGTGGCTCCATGTTATAGATGCTCGGTTTGCTCGAGCTTTGC-
GATTGAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGCTGGTTCACCAGCAG-
GGGCAGCGGCAGCATAAAAAAGCTCGTAACAGATGATACACTCGCACTCCATTATCTCGTAA-
CACATGCCGTCCCAGATGCTGTCGCTGCTGTAGTCGCTCCAGTAGGTGTTCTTGTCTATTT-
GTTTGTCGTCGATTGGCGAGTCGCACTCGTACTCTTCGGGCCAGTCTTGGTTTATCTGAC-
CATCACCAGCTCACTGACCATCCAGAGCGGCCCCAGGATCGTGCAGGCCCAGAGGTG-
GGCCGAGAAGATGAACGGCGAGGCCGGCAGCTACCTGGAGGGCCAGCCCGTGATCA-
GAGTGTTCGGCGCCGCCTCCAGCAGCTTCAGGAGGAGGCTGGACGAGTACATCGGCT-
TTTTGGTAGCCTGGCAGCGACCCCTTGCCGGGAAGAAGACTCTGATGGATCTCGCTACTC-
GACCCGCCACTTTTCTGTGGCTTATAGCCGCCACTGGAACACTGCTGGTCGCCACACATA-
GAATGGACCCCGTGAACCTGCTGCCCTTCATGTTCCTCGGGACTACTTTTGGAGCCC-
GACTCCTGGGAATAGCCTATGGGCTTGGGGGACTGCGCACTGGGCTGTTGGCCGLCCCG-
GCACTTGCAGGTCACACTTGATGAGACCGAGCTGGCCGTCCGGGAGCACCCCCGAGAGC-
CACTTGATGGGGAAGCCCCCGCCACTGTCGTATTCGATCACGTAACATTCGGATATCGGC-
CCGGAGTCCCAGTGATCCAGGACGTGAGCCTGACCCTGCGCCCAGGGACCGTGACCG-
CACTCGTGGGGCCCTCTGGGAGTGGAAAGAGTACCCTGGCCACATTGCTCGCCCGCTTC-
CACGATGTGGAGCGGGGGGCCATTCGGGTGGGTGGGCAGGATATTCGGTCTCTTGCCGC-
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CGATGAGCTGTATACCCGGGTGGGGTTCGTGCTTCAGGAGGCCCAGCTGGTGCACGGAAC-
CGCAGCCGAGAATATTGCACTGGCCGTGCCAGACGCCCCAGCCGAGCAGGTGCAGGTG-
GCCGCCCGGGAAGCCCAGATTCACGACAGGGTGCTGAGACTCCCCGACGGGTATGA-
CACGGTGCTGGGGGCCAATTCAGGCCTCTCCGGCGGGGAGCGGCAGCGCCTGA-
CAATTGCCAGAGCCATTCTTGGGGACACCCCCGTGCTTATTCTTGACGAGGCCACCGC-
CTTCGCCGACCCCGAGTCTGAGTACCTGGTGCAGCAGGCCCTGAACAGACTGACCCG-
GGACAGGACCGTGCTGGTGATCGCCCACAGGCTGCACACCATCACCAGGGCCGACCA-
GATCGTGGTGCTGGACCACGGCAGGATTGTGGAGCGCGGCACCCACGAGGAGCTTCTG-
GCCGCCGGAGGCAGATATTGTAGACTGTGGGACACCGGCCAGGGCTCCAGAGTGGC-
CGTGGCCGCCGCCCAGGACGGCACCCGCGGCGGCATTGTGGGCATTGTTGCTGGCCTG-
GCTGTCTTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAGTAAGCTGGAGCCAGCAGAGAACCCGCCAC-
CATGGACGCAATGAAGAGAGGCCTGTGTTGCGTGCTGCTGCTGTGCGGCGCCGT-
GTTCGTGAGCCCCATGTCCTACATGATTGCCACCCCAGCCGCCCTGACCGCCGCCGLCCAC-
CGACATTGACGGAATTGGCAGTGCCGTGTCCGTGGCCAATGCCGCAGCCGTGGCAGC-
CACCACAGGAGTGCTGGCCGCCGGAGGCGACGAGGTGCTGGCAGCCATAGCCCGCCCT-
GTTCAATGCAAACGCCGAGGAGTACCACGCCCTGTCCGCCCAGGTGGCCGCCTTCCAGAC-
CCTGTTCGTGCGCACCCTGACCGGCGGCTGCGGCGTGTTTCGCCGCAGAAGAGGC-
CGCCAGTGCGTGACAGCCGCCGAACACAGAGCCGLCCGGTGCCGGCAGACGLCCAGLCGC-
CGCAGAAGATCTGGCGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCG-
GCGGCCAGCCCGAGTTCCGACAGCACTCCGAGCACAGAAGAGGLCGGLGGLCG-
GCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTCGCAGTTGTGGTCATCGGAGCT-
GTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGCGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATAAGCTGGAGCCTCTATCGTGGGCATTGTTGCTGGCCTGGCTGTCC-
TAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCTCGGTGGCC-
TAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCC-
CGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20654817586529467 AT Ratio:0.4112254443405051
T/U Ratio:0.20467726847521048 GC Rati0:0.5887745556594949
G Ratio:0.3073900841908326 MFE:-2230.5
C Ratio:0.2813844714686623 Score:0.6444563473332711
5 MFE:-12.100000381469727 CAI:0.7504599714596822
Output 2

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGACGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUAGUCCUAUGCUUUG-
GCAUGCAAUGCCGCCUGAACUCAAUACUGCUCGGCUCAUGGCUGGGGCAGGUCCG-
GCUCCGAUGCUUGCAGCUGCUGCUGGAUGGCAAACUUUGUCCGCGGCUUUGGACG-
CACAAGCGGUAGAACUUACUGCGCGACUCAAUAGUCUCGGAGAAGCGUGGACUGGAG-
GGGGAUCAGAUAAAGCAUUGGCUGCGGCGACGCCGAUGGUCGUUUGGCUU-
CAAACAGCAUCAACACAAGCGAAAACUCGAGCUAUGCAAGCAACAGCGCAAGCAGCG-
GCGUAUACACAAGCGAUGGCGACUACGCCUUCACUUCCUGAAAUAGCAGCGAAU-
CAUAUAACGCAAGCUGUACUCACAGCAACGAAUUUCUUCGGCAUCAACACCAUCCC-
CAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCGCCccUGG -
CAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAAUUGGAAC-
CUAUGGCAUCAAUAUUGGAUCCCGGAGCAUCCCAAAGUACGACGAAUCCUAUUUUUG-
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GUAUGCCUAGUCCGGGGAGUUCUACACCGGUAGGGCAAUUGCCGCCUGCAGCAACU-
CAAACUUUGGGUCAACUUGGAGAAAUGUCCGGUCCGAUGCAACAAUUGACUCAAC-
CGCUCCAGCAAGUCACUAGUCUUUUUUCCCAAGUCGGAGGUACAGGUGGAGGGAAUC-
CUGCUGAUGAAGAAGCAGCUCAAAUGGGAUUGUUGGGAACUUCUCCUUUGUCAAAU-
CAUCCUUUGGCUGGGGGAUCUGGACCUUCCGCGGGGGLCCGGGCUCCUCCGAGCA-
GAAUCCCUUCCAGGUGCCGGAGGGAGUUUGACGCGAACACCUUUGAUGUCUCAGCU-
UAUAGAAAAACCAGUCGCACCUUCCGUUAUGCCAGCAGCUGCGGCAGGGAGU-
UCAGCAACUGGAGGAGCAGCACCAGUUGGGGCGGGAGCAAUG-
GGUCAGGGUGCGCAGUCAGGAGGGUCAACUCGCCCUGGAUUGGUAGCACCAGCGCCU-
CUCGCUCAGGAACGGGAAGAAGAUGAUGAAGAUGAUUGGGAUGAAGAAGAUGAUUG-
GGGUGGGGGGGGAAGUAUAGUCGGUAUUGUUGCUGGCCUGGCUGUCCUUGCAGU-
UGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUG-
GAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAU-
GUGUCUCUCACAGCUUAAUGAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAU-
GAAGAGAGGUUUGUGUUGUGUAUUGCUUCUUUGUGGGGCUGUUUUUGUAUCACCUAUG-
GCUCGCGGGCUGCAGGGGGUCAUGCUUCGAUCCUUUGGAGCGCGAGAUCAUACAGC-
GACAGUAAUCGAGACCAUCAGCAUAGCACCUCAUUUUGUUCGGGUCCGGAUGGUAUCAC-
CAACGUUGUUUCAGGAUGCGGAAGCGGAACCUGCUGCAUGGUUGCGCUUuuGGUUUC-
CUGAUCCUAACGGCAGCAAUACAGAAUUUCAGCGCGCUUAUACUAUAAGUGAAGCU-
GAUCCAGCAGCAGGGCGAUUUGCAGUUGAUGUCGUUCUUCAUGAUC-
CUGCAGGUCCAGCAUCAAGUUGGGCACGAACGGUUAAACCAGGGGCAACGAUAGCGGU-
CAUGAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAGCCCGLCCG-
GCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGAC-
CGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACAC-
CCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGAC-
GAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUG-
GGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGU-
UCGGCUUCCCCAAGUCUGAAAUACAUGCACAGGCAUAUUGGAAUGCUG-
GGCGCGCUAUGGGUACGCAUCGCGCUACAGAACCAGCAGCGACAGAACCAGAAGUAG-
GGGCAGCUCCACAGCCUGAGUCAGCUGUUCCAGCUCCAGCUCGGGGUUCUUGGCGAG-
CACAGGCUGCUUCUCGAUUGCUCGCACCACUCAAACUUCCGCUCGUUCUCUCUG-
GUGUACUCGCAGCUCUCGUUACUCUCGCACAGCUUGCucCcCcuuUuGuUuCcuucuCcGUU-
GAACUUUCCCGACUCCUCGUUUCCGGUGCUGGAGCUCAUCGACUUUUUACUGUCGGGU-
UUGCUGCUGUAGGGCUCCUCGGUACUGGUGCACUCCUCGCUGCUGCUCUCACUCU-
UUGGCUUCAUGUAAUUGAUGCUCGGUUUGCUCGCGCUCUCCGCCUUAGGCUGCUGAG-
CAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCGGCAGCAU-
UAAAAAGUUGGUAACAGAUGAUACACUCGCACUCCAUUAUCUCGUCACACAUGCUGUC-
CCAGAUGCUGUCGCUGCUGUAGUUGCUCCAGUCGGGGUCCUCGUCUAUCUCU-
UUGUAGUUGAUUGGCGCGUUGCCCUUGUCCUUUUUGGUCCUGUUCUGGUAUAUCUCAC-
CAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCAGAGGUG-
GGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGUGAUCA-
GAGUGUUCGGCGCCGCCUCCAGCUCCUUCCGGAGGAGGCUGGACGAGUACAUCGGCU-
UUCUUGUCGCCUGGCAGCGCCCCCUCGCCGGAAAGAAGACACUCAUGGAUCU-
UGCUACUCGGCCCGCCACUUUUCUCUGGCUCAUUGCCGCCACAGGAACUCUGCUG-
GUCGCCACACAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUGGGUACAA-
CAUUUGGUGCCCGCUUGUUGGGGAUUGCCUAUGGACUUGGGGGUCUGCGGACUGGGU-
UGCUCGCCGCCCGGCACCUGCAGGUCACAUUGGAUGAGACGGAGUUGGCCGUCEGC-
GAGCACCCCCGCGAACCCCUUGAUGGUGAGGCCCCCGCAACUGUCGUGUUCGAU-
CACGUAACCUUCGGGUAUCGGCCAGGGGUCCCAGUCAUCCAGGACGUGUCACUGAC-
CCUGCGCCCAGGGACCGUGACAGCCCUUGUGGGGCCCUCUGGAUCUGGGAAGUCCAC-
CCUCGCCACCUUGUUGGCCCGCUUCCACGAUGUGGAGCGGGGGGCCAUUCGGGUG-
GGGGGGCAGGAUAUUCGGUCUUUGGCCGCCGACGAGCUGUAUACCCGCGUGGGGU-
UCGUGUUGCAGGAAGCCCAGCUUGUGCACGGAACCGCCGCCGAGAAUAUUGCACUGGC-
CGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCCGCCCGCGAGGCACAGAUACAC-
GACAGGGUGCUGCGGCUGCCAGACGGCUAUGACACAGUGCUGGGCGCCAAUUCUG-
GGCUGUCAGGGGGCGAGCGGCAGCGGCUGACCAUUGCCCGGGCCAUUCUUGGG-
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GAUACCCCCGUGCUGAUUCUGGACGAGGCCACCGCCUUCGCCGACCLCCGAGUCC-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGAC-
CACGGCAGGAUUGUGGAGCGCGGCACCCACGAGGAGCUGCUGGCAGCCGGAGGC-
CGCUAUUGUCGGCUGUGGGACACUGGCCAGGGCUCCAGAGUUGCCGUGGLCUGLCUGC-
CCAGGACGGCACCCGGGGCGGAAUUGUGGGCAUUGUGGLCLCGGLLUGGLCCGUGCUGGE-
CGUCGUUGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUAGGCUGGAGCCAGCAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGGGGCCUUUGCUGCGUGLCUGLCUGCUGUGUGGCGC-
CGUGUUCGUGUCCCCCAUGUCCUACAUGAUUGCCACCCCAGCCGCCCUGACCGLCeaGe-
CGCCACCGACAUUGACGGCAUUGGCUCCGCAGUGUCCGUGGCCAAUGCCGCCGCAGUG-
GCCGCCACAACAGGAGUGCUGGCAGCCGGAGGCGACGAGGUGCUGGCAGCCAUUGC-
CCGGCUGUUCAACGCCAACGCCGAGGAGUACCACGCCCUGAGUG CCCAGGUGGLCCaGC-
CUUCCAGACCCUGUUCGUGAGAACCCUGACCGGCGGCUGCGGCGUGUUCAGAAGAA-
GACGAGGCAGACAGUGCGUGACCGCCGCCGAGCACAGAGCCGCCGGCGCCGGCAGAA-
GACAACGCCGGAGAAGAUCCGGCGACGGCCAGUGGAGACUGAGACAGCAGAGACACU-
UCGGCUGCGGCGGCCAGCCCGAGUUCAGGCAGCACUCCGAGCACAGAAGAGGCGGCG-
GCGGCAGCAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCUUGGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACCGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUAAGCUGGAGCCAGUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUC-
CUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGACGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTAGTCCTATGCTTTGGCATGCAATGCCGCCTGAACTCAATACTGCTCG-
GCTCATGGCTGGGGCAGGTCCGGCTCCGATGCTTGCAGCTGCTGCTGGATGGCAAACTTT-
GTCCGCGGCTTTGGACGCACAAGCGGTAGAACTTACTGCGCGACTCAATAGTCTCG-
GAGAAGCGTGGACTGGAGGGGGATCAGATAAAGCATTGGCTGCGGCGACGCCGATG-
GTCGTTTGGCTTCAAACAGCATCAACACAAGCGAAAACTCGAGCTATGCAAGCAACAGCG-
CAAGCAGCGGCGTATACACAAGCGATGGCGACTACGCCTTCACTTCCTGAAATAGCAGC-
GAATCATATAACGCAAGCTGTACTCACAGCAACGAATTTCTTCGGCATCAACACCATCCC-
CATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGCCCTGGCCATG-
GAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAATTGGAACCTATGGCAT-
CAATATTGGATCCCGGAGCATCCCAAAGTACGACGAATCCTATTTTTGGTATGCCTAGTCCG-
GGGAGTTCTACACCGGTAGGGCAATTGCCGCCTGCAGCAACTCAAACTTTGGGTCAACTTG-
GAGAAATGTCCGGTCCGATGCAACAATTGACTCAACCGCTCCAGCAAGTCACTAGTCTTTT-
TTCCCAAGTCGGAGGTACAGGTGGAGGGAATCCTGCTGATGAAGAAGCAGCTCAAATG-
GGATTGTTGGGAACTTCTCCTTTGTCAAATCATCCTTTGGCTGGGGGATCTGGACCTTC-
CGCGGGGGCCGGGCTCCTCCGAGCAGAATCCCTTCCAGGTGCCGGAGGGAGTTT-
GACGCGAACACCTTTGATGTCTCAGCTTATAGAAAAACCAGTCGCACCTTCCGTTAT-
GCCAGCAGCTGCGGCAGGGAGTTCAGCAACTGGAGGAGCAGCACCAGTTGGGGCG-
GGAGCAATGGGTCAGGGTGCGCAGTCAGGAGGGTCAACTCGCCCTGGATTGGTAG-
CACCAGCGCCTCTCGCTCAGGAACGGGAAGAAGATGATGAAGATGATTGGGATGAAGAA-
GATGATTGGGGTGGGGGGGGAAGTATAGTCGGTATTGTTGCTGGCCTGGCTGTC-
CTTGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAATGAGCTGGAGCCAGTAGAGAACCCGCCAC-
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CATGGACGCAATGAAGAGAGGTTTGTGTTGTGTATTGCTTCTTTGTGGGGCTGTTTTTGTAT-
CACCTATGGCTCGCGGGCTGCAGGGGGTCATGCTTCGATCCTTTGGAGCGCGAGATCAT-
ACAGCGACAGTAATCGAGACCATCAGCATAGCACCTCATTTTGTTCGGGTCCGGATGGTAT-
CACCAACGTTGTTTCAGGATGCGGAAGCGGAACCTGCTGCATGGTTGCGCTTTTGGTTTC-
CTGATCCTAACGGCAGCAATACAGAATTTCAGCGCGCTTATACTATAAGTGAAGCT-
GATCCAGCAGCAGGGCGATTTGCAGTTGATGTCGTTCTTCATGATCCTGCAGGTCCAGCAT-
CAAGTTGGGCACGAACGGTTAAACCAGGGGCAACGATAGCGGTCATGAGCCTGATG-
GGCAGCAGCAGGTTCGACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGC-
GACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCC-
CATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAG-
CACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAG-
GCCATCGAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCLCLCGAGG LEG LG
CCTGAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGTCTGAAATA-
CATGCACAGGCATATTGGAATGCTGGGCGCGCTATGGGTACGCATCGCGCTACA-
GAACCAGCAGCGACAGAACCAGAAGTAGGGGCAGCTCCACAGCCTGAGTCAGCT-
GTTCCAGCTCCAGCTCGGGGTTCTTGGCGAGCACAGGCTGCTTCTCGATTGCTCGCAC-
CACTCAAACTTCCGCTCGTTCTCTCTGGTGTACTCGCAGCTCTCGTTACTCTCG-
CACAGCTTGCTCCTTTTGTTCTTCTCGTTGAACTTTCCCGACTCCTCGTTTCCGGTGCTG-
GAGCTCATCGACTTTTTACTGTCGGGTTTGCTGCTGTAGGGCTCCTCGGTACTGGTG-
CACTCCTCGCTGCTGCTCTCACTCTTTGGCTTCATGTAATTGATGCTCGGTTT-
GCTCGCGCTCTCCGCCTTAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGCTG-
GTTCACCAGCAGGGGCAGCGGCAGCATTAAAAAGTTGGTAACAGATGATACACTCGCACTC-
CATTATCTCGTCACACATGCTGTCCCAGATGCTGTCGCTGCTGTAGTTGCTCCAGTCG-
GGGTCCTCGTCTATCTCTTTGTAGTTGATTGGCGCGTTGCCCTTGTCCTTTTTGGTCCT-
GTTCTGGTATATCTCACCATCACCAGCAGCCTGACCATCCAGAGCGGCCCCAGGATCGT-
GCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCGGCAGCTACCTGGAG-
GGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCTCCAGCTCCTTCCGGAGGAGGCTG-
GACGAGTACATCGGCTTTCTTGTCGCCTGGCAGCGCCCCCTCGCCGGAAAGAAGACACT-
CATGGATCTTGCTACTCGGCCCGCCACTTTTCTCTGGCTCATTGCCGCCACAGGAACTCT-
GCTGGTCGCCACACATAGAATGGACCCCGTGAACCTGCTGCCCTTCATGTTCCTGGGTA-
CAACATTTGGTGCCCGCTTGTTGGGGATTGCCTATGGACTTGGGGGTCTGCGGACTG-
GGTTGCTCGCCGCCCGGCACCTGCAGGTCACATTGGATGAGACGGAGTTGGCCGTCCGC-
GAGCACCCCCGCGAACCCCTTGATGGTGAGGCCCCCGCAACTGTCGTGTTCGATCACG-
TAACCTTCGGGTATCGGCCAGGGGTCCCAGTCATCCAGGACGTGTCACTGACCCTGCGC-
CCAGGGACCGTGACAGCCCTTGTGGGGCCCTCTGGATCTGGGAAGTCCACCCTCGCCAC-
CTTGTTGGCCCGCTTCCACGATGTGGAGCGGGGGGCCATTCGGGTGGGG-
GGGCAGGATATTCGGTCTTTGGCCGCCGACGAGCTGTATACCCGCGTGGGGTTCGT-
GTTGCAGGAAGCCCAGCTTGTGCACGGAACCGCCGCCGAGAATATTGCACTGGCCGT-
GCCAGACGCCCCAGCCGAGCAGGTGCAGGTGGCCGCCCGCGAGGCACAGATACAC-
GACAGGGTGCTGCGGCTGCCAGACGGCTATGACACAGTGCTGGGCGCCAATTCTGGGCT-
GTCAGGGGGCGAGCGGCAGCGGCTGACCATTGCCCGGGCCATTCTTGGGGATACCCC-
CGTGCTGATTCTGGACGAGGCCACCGCCTTCGCCGACCCCGAGTCCGAGTACCTGGT-
GCAGCAGGCCCTGAACAGACTGACCAGGGACAGGACCGTGCTGGTGATCGCC-
CACAGGCTGCACACCATCACCAGGGCCGACCAGATCGTGGTGCTGGACCACG-
GCAGGATTGTGGAGCGCGGCACCCACGAGGAGCTGCTGGCAGCCGGAGGLCCGC-
TATTGTCGGCTGTGGGACACTGGCCAGGGCTCCAGAGTTGCCGTGGCTGCTGC-
CCAGGACGGCACCCGGGGCGGAATTGTGGGCATTGTGGCCGGCCTGGCCGTGCTGG -
CGTCGTTGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTG-
GAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGAT-
GTGTCTCTCACAGCTTGATAGGCTGGAGCCAGCAGAGAACCCGCCACCATGGACGCAAT-
GAAGCGGGGCCTTTGCTGCGTGCTGCTGCTGTGTGGCGCCGTGTTCGTGTCCCCCAT-
GTCCTACATGATTGCCACCCCAGCCGCCCTGACCGCCGCCGCCACCGACATTGACG-
GCATTGGCTCCGCAGTGTCCGTGGCCAATGCCGCCGCAGTGGCCGCCACAACAGGAGT-
GCTGGCAGCCGGAGGCGACGAGGTGCTGGCAGCCATTGCCCGGCTGTTCAACGC-
CAACGCCGAGGAGTACCACGCCCTGAGTGCCCAGGTGGCCGCCTTCCAGACCCT-
GTTCGTGAGAACCCTGACCGGCGGCTGCGGCGTGTTCAGAAGAAGACGAGGCAGACAGT-
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GCGTGACCGCCGCCGAGCACAGAGCCGCCGGCGCCGGCAGAAGACAACGCCGGAGAA-
GATCCGGCGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCGGCG-
GCCAGCCCGAGTTCAGGCAGCACTCCGAGCACAGAAGAGGLCGGLCGGLG-
GCAGCATCGTGGGCATTGTTGCTGGCCTGGCTGTCTTGGCAGTTGTGGTCATCGGAGCT-
GTGGTCGCTACCGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATAAGCTGGAGCCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTCC-
TAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCTCGGTGGCC-
TAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCC-
CGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20654817586529467 AT Rati0:0.41159962581852194
T/U Ratio:0.20505144995322733 GC Rati0:0.5884003741814781
G Ratio:0.3079513564078578 MFE:-2224.5
C Ratio:0.2804490177736202 Score:0.6438388548291909
5 MFE:-12.100000381469727 CAI:0.7495788466671152
Output 3

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGAUGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUUCUCCUAUGCUCUG-
GCAUGCGAUGCCUCCUGAACUGAAUACUGCUCGCCUUAUGGCAGGAGCAGGACCG-
GCACCUAUGUUGGCAGCGGCUGCAGGUUGGCAAACUCUCUCAGCUGCGCUUGAUG-
CACAAGCGGUCGAAUUGACGGCUCGACUCAAUUCAUUGGGUGAAGCGUGGACAGGUG-
GAGGGAGUGACAAAGCGCUCGCUGCAGCGACACCGAUGGUAGUUUGGCUC-
CAAACUGCGUCAACACAAGCGAAAACUCGAGCUAUGCAAGCAACGGCG-
CAAGCUGCUGCUUAUACUCAGGCGAUGGCUACAACUCCGAGUCUCCCGGAAAU-
UGCAGCGAAUCAUAUAACGCAAGCAGUCCUUACGGCUACCAAUUUCUUCGGCAUCAA-
CACCAUCCCCAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGC-
CGCCCUGGCCAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUC-
GAGAAACUUGAACCUAUGGCAUCCAUUCUCGAUCCGGGUGCGUCUCAAUCCACGA-
CAAAUCCUAUUUUUGGUAUGCCGUCACCAGGGUCAUCAACGCCUGUAGGUCAACUC-
CCGCCGGCGGCGACACAAACUCUCGGACAACUCGGAGAAAUGUCCGGGCCUAUGCAA-
CAACUUACUCAACCUCUUCAACAAGUCACUUCUCUUUUUUCUCAAGUAGGAGGGACG-
GGAGGAGGUAAUCCAGCUGAUGAGGAAGCGGCGCAGAUGGGGCUUCUCGGAACGUCAC-
CUCUCAGUAAUCAUCCUCUCGCUGGAGGAUCCGGUCCUUCAGCGGGUGCUGGUCU-
UCUCCGAGCGGAAAGUCUUCCGGGGGCAGGAGGGUCUCUCACUCGCACGCCUCUUAU-
GAGUCAGCUGAUAGAAAAACCUGUUGCGCCUUCAGUAAUGCCUGCAGCAGCAGCAGGU-
UCUUCCGCAACGGGAGGAGCGGCGCCAGUAGGUGCUGGUGCUAUGGGGCAGGGUGC-
CCAGUCAGGUGGGAGUACUCGACCUGGUUUGGUAGCACCAGCACCUUUGGCGCAA-
GAACGCGAAGAAGAUGAUGAAGAUGAUUGGGAUGAAGAAGAUGAUUGGGGAGGUGGUG-
GUUCUAUUGUCGGUAUUGUUGCUGGCCUGGCUGUCCUGGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCCGAUGUGUCUCU-
CACAGCUUAAUGAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAG-
GGUUGUGUUGUGUUUUGCUUCUUUGUGGUGCAGUCUUUGUCAGUCCAAUGGCUCG-
GGGUCUUCAGGGAGUCAUGCUCCGCUCCUUUGGAGCUCGAGAUCAUACUG-
CAACUGUAAUCGAGACCAUCUCUAUAGCUCCUCAUUUUGUACGAGUACGGAUGGUCUC-
CCCAACUUUGUUUCAGGAUGCUGAAGCAGAACCUGCUGCUUGGCUUCGAUUUUGGU-
UUCCUGAUCCUAACGGCAGCAAUACGGAAUUUCAGCGCGCUUAUACUAUAUCCGAAGCU-
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GAUCCAGCAGCUGGACGCUUUGCAGUCGAUGUCGUUCUUCAUGAUCCUGCUG-
GGCCAGCUUCUUCCUGGGCCCGCACUGUAAAACCUGGGGCUACUAUUGCCGUUAU-
GAGCCUGAUGGGCUCAAGUAGGUUCGACGUGCCCGAGGAGCAGCLCLCGCCG-
GCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGAC-
CGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACAC-
CCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGAC-
GAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUG-
GGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGU-
UCGGCUUCCCCAAGAGUGAAAUACAUGCUCAGGCUUAUUGGAAUGCUGGGCGCG-
CAAUGGGGACACAUCGGGCUACUGAACCAGCUGCAACAGAACCAGAAGUAG-
GGGCAGCUCCACAGCCAGAAUCAGCAGUUCCGGCUCCAGCACGAGGGAGUUGGLCGGG-
CACAGGCAGCUUCCCGCUUGCUUGCACCACUCAAACUUCCACUCGUACUCAGUGGGGU-
UCUUGCUGCUCUUGUUACACUCGCUCAGUUGGCACCAUUUGUCCUCUUGGUUGAACU-
CUCCCGGCUCUUGGUCUCUGGAGCAGGGGCACAUCGCCUUUUUACAGUAGGU-
UUUGCUGCUGUUGGACUCUUGGGAACUGGGGCUUUGCUCGCAGCUGCUCUCACAU-
UGUGGCUCCAUGUUAUUGAUGCUCGCUUUGCUCGAGCAUUGCGGUUGAGGCUGCU-
GAGCAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCGGCAGCAU-
UAAAAAGUUGGUUACAGAUGAUACUUUGGCAUUGCAUUAUCUCGUUACACAUGCAGUC-
CCAGAUGCAGUCGCAGCCGUCGUCGCACCAGUUGGAGUGCUCGUAVAUUUGUUUGU-
UGUCGAUUGGCGGGUAGCACUCGUCCUUUUUGGGCCAGUCCUCGUCUAUCUCACCAU-
CACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCAGAGGUGGGCCC-
GAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGUGAUCAGAGUGU-
UCGGCGCCGCCAGCAGCAGCUUCAGGAGGAGGCUGGACGAGUACAUCGGCUUUCUG-
GUUGCCUGGCAGCGCCCCCUCGCCGGGAAGAAGACUCUCAUGGAUCUGGCCACACGGC-
CCGCCACUUUUCUGUGGCUUAUAGCCGCCACUGGAACACUCCUGGUCGCCACACAUA-
GAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUGGGGACAACAUUCGGAGC-
CCGCCUUCUGGGGAUAGCCUAUGGGCUGGGGGGGCUGCGCACAGGUUUGLCUCGCCGC-
CCGACACUUGCAGGUUACACUUGAUGAGACAGAGCUUGCCGUCCGAGAACACCCACGC-
GAGCCCCUCGAUGGGGAGGCCCCCGCCACAGUUGUCUUCGAUCACGUCACGUUCG-
GGUAUCGCCCCGGGGUACCAGUGAUCCAGGACGUGAGCCUGACCCUGCGGCCAGGGAC-
CGUGACAGCAUUGGUGGGGCCCUCCGGAUCUGGGAAGUCCACCUUGGCCACCCUGCU-
UGCCCGAUUCCACGACGUGGAGCGGGGGGCCAUACGGGUGGGG-
GGGCAGGAUAUACGCUCCCUUGCCGCCGACGAGCUGUAUACCCGGGUGGGGU-
UCGUGCUGCAGGAGGCCCAGUUGGUGCACGGAACCGCCGCCGAGAAUAUUGCACUG-
GCAGUGCCAGACGCCCCUGCCGAGCAGGUGCAGGUGGCGGCCCGGGAGGCCCAGAUU-
CACGACAGGGUGCUGAGAUUGCCCGACGGCUAUGACACAGUGCUCGGGGCCAAUAGUG-
GGCUGUCCGGCGGCGAGCGGCAGCGCCUCACCAUUGCCCGCGCCAUUCUUGGGGA-
CACCCCAGUGCUCAUUUUGGACGAGGCCACCGCCUUCGCCGACCCCGAGuUCE-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUAGUGGUGCUGGAC-
CACGGCAGGAUUGUGGAGCGGGGCACCCACGAGGAACUGCUGGCCGCCGGAGGCA-
GAUAUUGUAGACUGUGGGACACCGGCCAGGGCUCCAGAGUGGLCCGUGGLCCGLCCGC-
CCAGGAUGGCACCCGGGGCGGCAUUGUGGGCAUUGUUGCUGGCCUGGCUGUCCUG-
GCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGCGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCCGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCAAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGGGGCCUGUGUUGCGUGCUGCUGCUUUGLCGGLGC-
CGUGUUCGUCUCCCCCAUGUCUUACAUGAUUGCAACACCCGCCGCCcLUGALCeaGeeae-
CGCCACCGACAUUGACGGAAUUGGCUCCGCCGUGUCUGUGGCCAAUGCCGC-
CGCAGUGGCCGCAACCACAGGAGUGCUUGCCGCCGGAGGCGACGAGGUGLCUGGLCCGC-
CAUCGCACGGCUGUUCAACGCCAACGCCGAGGAGUACCACGCCCUGAGUGCCCAGGUG-
GCCGCCUUCCAGACCCUGUUUGUGAGAACCCUGACCGGCGGCUGCGGCGUGUUCA-
GAAGACGGAGAGGCAGACAGUGCGUGACCGCCGCCGAGCALCCGGGLLGLLeaGea UG-
GCCGGAGACAGCGGAGAAGAAGAUCUGGCGACGGCCAGUGGAGACUGAGACAGCA-
GAGACACUUCGGCUGCGGCGGCCAGCCCGAGUUCCGACAGCACUCAGAGCACCGCA-
GAGGCGGCGGCGGCAGCAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCUUGGCAGU-
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UGUGGUAAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUG-
GAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAU-
GUGUCUCUCACAGCUUAAUAGGCUGGAGCCAGUAUCGUGGGCAUUGUUGCUGGCCUG-
GCUGUCCUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAG-
GAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGATGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTTCTCCTATGCTCTGGCATGCGATGCCTCCTGAACTGAATACT-
GCTCGCCTTATGGCAGGAGCAGGACCGGCACCTATGTTGGCAGCGGCTGCAGGTTG-
GCAAACTCTCTCAGCTGCGCTTGATGCACAAGCGGTCGAATTGACGGCTCGACT-
CAATTCATTGGGTGAAGCGTGGACAGGTGGAGGGAGTGACAAAGCGCTCGCTGCAGCGA-
CACCGATGGTAGTTTGGCTCCAAACTGCGTCAACACAAGCGAAAACTCGAGCTATGCAAG-
CAACGGCGCAAGCTGCTGCTTATACTCAGGCGATGGCTACAACTCCGAGTCTCCCG-
GAAATTGCAGCGAATCATATAACGCAAGCAGTCCTTACGGCTACCAATTTCTTCGGCATCAA-
CACCATCCCCATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGC-
CCTGGCCATGGAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTC-
GAGAAACTTGAACCTATGGCATCCATTCTCGATCCGGGTGCGTCTCAATCCACGACAAATCC-
TATTTTTGGTATGCCGTCACCAGGGTCATCAACGCCTGTAGGTCAACTCCCGCCGGCGGC-
GACACAAACTCTCGGACAACTCGGAGAAATGTCCGGGCCTATGCAACAACTTACTCAAC-
CTCTTCAACAAGTCACTTCTCTTTTTTCTCAAGTAGGAGGGACGGGAGGAG-
GTAATCCAGCTGATGAGGAAGCGGCGCAGATGGGGCTTCTCGGAACGTCAC-
CTCTCAGTAATCATCCTCTCGCTGGAGGATCCGGTCCTTCAGCGGGTGCTGGTCTTCTCC-
GAGCGGAAAGTCTTCCGGGGGCAGGAGGGTCTCTCACTCGCACGCCTCTTAT-
GAGTCAGCTGATAGAAAAACCTGTTGCGCCTTCAGTAATGCCTGCAGCAGCAGCAG-
GTTCTTCCGCAACGGGAGGAGCGGCGCCAGTAGGTGCTGGTGCTATGGGGCAGGGTGC-
CCAGTCAGGTGGGAGTACTCGACCTGGTTTGGTAGCACCAGCACCTTTGGCGCAA-
GAACGCGAAGAAGATGATGAAGATGATTGGGATGAAGAAGATGATTGGGGAGGTGGTG-
GTTCTATTGTCGGTATTGTTGCTGGCCTGGCTGTCCTGGCAGTTGTGGTCATCGGAGCT-
GTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCCGATGTGTCTCTCACAGCTTAAT-
GAGCTGGAGCCAGTAGAGAACCCGCCACCATGGACGCAATGAAGAGAG-
GGTTGTGTTGTGTTTTGCTTCTTTGTGGTGCAGTCTTTGTCAGTCCAATGGCTCG-
GGGTCTTCAGGGAGTCATGCTCCGCTCCTTTGGAGCTCGAGATCATACTGCAACTGTAATC-
GAGACCATCTCTATAGCTCCTCATTTTGTACGAGTACGGATGGTCTCCCCAACTTTGT-
TTCAGGATGCTGAAGCAGAACCTGCTGCTTGGCTTCGATTTTGGTTTCCTGATCCTAACG-
GCAGCAATACGGAATTTCAGCGCGCTTATACTATATCCGAAGCTGATCCAGCAGCTG-
GACGCTTTGCAGTCGATGTCGTTCTTCATGATCCTGCTGGGCCAGCTTCTTCCTGGGCCCG-
CACTGTAAAACCTGGGGCTACTATTGCCGTTATGAGCCTGATGGGCTCAAGTAGGTTC-
GACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGCGACAGCGCCAGCATC-
CCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCCATCGAGATGTACCTG-
GAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAGCACCCCAGACTGAGGGT-
GAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAGGCCATC-
GAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCCCGAGGLLGLeeasecCT-
GAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGAGTGAAATACAT-
GCTCAGGCTTATTGGAATGCTGGGCGCGCAATGGGGACACATCGGGCTACTGAACCAGCT-
GCAACAGAACCAGAAGTAGGGGCAGCTCCACAGCCAGAATCAGCAGTTCCG-
GCTCCAGCACGAGGGAGTTGGCGGGCACAGGCAGCTTCCCGCTTGCTTGCACCACT-
CAAACTTCCACTCGTACTCAGTGGGGTTCTTGCTGCTCTTGTTACACTCGCTCAGTTG-
GCACCATTTGTCCTCTTGGTTGAACTCTCCCGGCTCTTGGTCTCTGGAGCAGGGG-
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CACATCGCCTTTTTACAGTAGGTTTTGCTGCTGTTGGACTCTTGGGAACTGGGGCTTT-
GCTCGCAGCTGCTCTCACATTGTGGCTCCATGTTATTGATGCTCGCTTTGCTCGAG-
CATTGCGGTTGAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGCTG-
GTTCACCAGCAGGGGCAGCGGCAGCATTAAAAAGTTGGTTACAGATGATACTTTGGCATTG-
CATTATCTCGTTACACATGCAGTCCCAGATGCAGTCGCAGCCGTCGTCGCACCAGTTG-
GAGTGCTCGTATATTTGTTTGTTGTCGATTGGCGGGTAGCACTCGTCCTTTTTGGGCCAGTC-
CTCGTCTATCTCACCATCACCAGCAGCCTGACCATCCAGAGCGGCCCCAGGATCGT-
GCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCGGCAGCTACCTGGAG-
GGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCAGCAGCAGCTTCAGGAGGAGGCTG-
GACGAGTACATCGGCTTTCTGGTTGCCTGGCAGCGCCCCCTCGCCGGGAAGAAGACTCT-
CATGGATCTGGCCACACGGCCCGCCACTTTTCTGTGGCTTATAGCCGCCACTGGAACACTC-
CTGGTCGCCACACATAGAATGGACCCCGTGAACCTGCTGCCCTTCATGTTCCTGGGGACAA-
CATTCGGAGCCCGCCTTCTGGGGATAGCCTATGGGCTGGGGGGGCTGCGCACAGGTTT-
GCTCGCCGCCCGACACTTGCAGGTTACACTTGATGAGACAGAGCTTGCCGTCCGAGAA-
CACCCACGCGAGCCCCTCGATGGGGAGGCCCCCGCCACAGTTGTCTTCGATCACGT-
CACGTTCGGGTATCGCCCCGGGGTACCAGTGATCCAGGACGTGAGCCTGACCCTGCG-
GCCAGGGACCGTGACAGCATTGGTGGGGCCCTCCGGATCTGGGAAGTCCACCTTGGC-
CACCCTGCTTGCCCGATTCCACGACGTGGAGCGGGGGGCCATACGGGTGGGG-
GGGCAGGATATACGCTCCCTTGCCGCCGACGAGCTGTATACCCGGGTGGGGTTCGTGCT-
GCAGGAGGCCCAGTTGGTGCACGGAACCGCCGCCGAGAATATTGCACTGGCAGTGCCA-
GACGCCCCTGCCGAGCAGGTGCAGGTGGCGGCCCGGGAGGCCCAGATTCAC-
GACAGGGTGCTGAGATTGCCCGACGGCTATGACACAGTGCTCGGGGCCAATAGTGGGCT-
GTCCGGCGGCGAGCGGCAGCGCCTCACCATTGCCCGCGCCATTCTTGGGGACAC-
CCCAGTGCTCATTTTGGACGAGGCCACCGCCTTCGCCGACCCCGAGTCCGAGTACCTGGT-
GCAGCAGGCCCTGAACAGACTGACCAGGGACAGGACCGTGCTGGTGATCGCC-
CACAGGCTGCACACCATCACCAGGGCCGACCAGATAGTGGTGCTGGACCACG-
GCAGGATTGTGGAGCGGGGCACCCACGAGGAACTGCTGGCCGCCGGAGGCAGATATTGTA-
GACTGTGGGACACCGGCCAGGGCTCCAGAGTGGCCGTGGCCGCCGCCCAGGATGGCAC-
CCGGGGCGGCATTGTGGGCATTGTTGCTGGCCTGGCTGTCCTGGCAGTTGTGGTCATCG-
GAGCTGTGGTCGCTACTGTGATGTGTAGGCGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCCGATGTGTCTCT-
CACAGCTTGATGAGCTGGAGCCTCAAGAGAACCCGCCACCATGGACGCAATGAAGCG-
GGGCCTGTGTTGCGTGCTGCTGCTTTGCGGCGCCGTGTTCGTCTCCCCCATGTCTTACAT-
GATTGCAACACCCGCCGCCCTGACCGCCGCCGCCACCGACATTGACGGAATTGGCTC-
CGCCGTGTCTGTGGCCAATGCCGCCGCAGTGGCCGCAACCACAGGAGTGCTTGLCCGLCCG-
GAGGCGACGAGGTGCTGGCCGCCATCGCACGGCTGTTCAACGCCAACGCCGAGGAGTAC-
CACGCCCTGAGTGCCCAGGTGGCCGCCTTCCAGACCCTGTTTGTGAGAACCCTGACCG-
GCGGCTGCGGCGTGTTCAGAAGACGGAGAGGCAGACAGTGCGTGACCGCCGCCGAG-
CACCGGGCCGCCGGCGCTGGCCGGAGACAGCGGAGAAGAAGATCTGGCGACG-
GCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCGGCGGCCAGCCCGAGTTCC-
GACAGCACTCAGAGCACCGCAGAGGCGGCGGCGGCAGCATCGTGGGCATTGTTGCTGGC-
CTGGCTGTCTTGGCAGTTGTGGTAATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAG-
GAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAATAGGCTGGAGCCAGTATCGTGGG-
CATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGT-
GATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGC-
CTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTG-
CACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters

A Ratio:0.20654817586529467 AT Ratio:0.4112254443405051
T/U Ratio:0.20467726847521048 GC Ratio:0.5887745556594949
G Ratio:0.307577174929841 MFE:-2239.60009765625

C Rati0:0.2811973807296539 Score:0.6438159619548145
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5 MFE:-12.899999618530273 CAI:0.7504413428457846
Output 4

RNA Sequence:
AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGACGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUCAGUCCUAUGUUGUG-
GCAUGCGAUGCCUCCGGAACUUAAUACUGCACGGCUCAUGGCAGGUGCAGGGCCUG-
CACCUAUGCUCGCUGCGGCAGCGGGAUGGCAAACGCUUUCCGCGGCAUUGGAUGCG-
CAAGCGGUUGAACUCACAGCACGCCUCAAUUCUUUGGGGGAAGCGUGGACGGGGGGG-
GGGUCCGAUAAAGCACUCGCGGCAGCGACACCGAUGGUCGUCUGGUUG-
CAAACAGCAUCCACACAAGCAAAAACACGGGCUAUGCAAGCGACUGCGCAAGCAGCG-
GCUUAUACACAAGCUAUGGCGACUACUCCGUCAUUGCCUGAAAUAGCAGCGAAU-
CAUAUAACUCAAGCAGUUCUCACGGCAACUAAUUUCUUCGGCAUCAACACCAuUCCC-
CAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCCGececuaae-
CAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAAUUGGAACC-
GAUGGCGAGUAUUCUUGAUCCGGGUGCUUCCCAAUCCACGACGAAUCCUAUUUUUG-
GAAUGCCGUCACCUGGGUCUUCCACGCCUGUCGGUCAACUUCCUCCUGCUGCUA-
CACAAACGUUGGGUCAACUUGGAGAAAUGUCUGGACCCAUGCAGCAACUUACACAAC-
CGUUGCAACAGGUAACAUCACUCUUUUCUCAAGUCGGGGGAACAGGAGGGGGGAAUC-
CGGCUGAUGAAGAAGCGGCACAAAUGGGUCUUCUUGGAACGUCCCCUUUGUCAAAU-
CAUCCUCUCGCGGGAGGUAGUGGUCCGUCUGCAGGUGCGGGGCUUUUGCGCGCA-
GAAAGUCUCCCUGGGGCUGGCGGUUCUCUCACACGGACGCCUCUCAUGUCCCAGCU-
UAUAGAAAAACCAGUCGCUCCUAGUGUAAUGCCUGCUGCUGCAGCUGGGU-
CAUCAGCAACGGGAGGGGCAGCUCCAGUUGGAGCAGGUGCUAUGGGACAGGGG-
GCACAGUCUGGGGGAUCUACACGACCUGGACUUGUUGCUCCUGCUCCACUCG-
CACAGGAACGGGAAGAAGAUGACGAGGAUGAUUGGGAUGAAGAAGAUGAUUGGGGUG-
GUGGAGGUAGUAUUGUCGGGAUUGUUGCUGGCCUGGCUGUGUUGGCAGUUGUGGU-
CAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGCGGAAGAGUUCAGGUGGAAAAG-
GAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGU-
CUCUCACAGCUUGAUGAGCUGGAGCCUCCAGAGAACCCGCCACCAUGGACGCAAUGAA-
GAGAGGAUUGUGUUGUGUUCUUCUCCUUUGUGGAGCUGUAUUUGUUAGUCCUAUG-
GCGCGCGGGCUCCAGGGGGUUAUGUUGCGGUCCUUUGGGGCGCGAGAUCAUACUGC-
CACGGUUAUCGAGACCAUCAGCAUAGCACCUCAUUUUGUCCGGGUUCGAAUGGU-
CUCUCCAACACUUUUUCAGGAUGCUGAAGCUGAACCAGCAGCGUGGCUUCGAUUUUG-
GUUUCCUGAUCCUAACGGCAGCAAUACUGAAUUUCAGCGCGCGUAUACUAUUUCU-
GAAGCGGAUCCAGCUGCCGGACGAUUUGCUGUCGAUGUCGUACUUCAUGAUC-
CUGCAGGUCCAGCUUCCUCCUGGGCACGGACUGUCAAACCUGGAGCAA-
CAAUAGCAGUAAUGAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAGC-
CCGCCGGCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAU-
CAUCGAGACCGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGA-
CAACGACACCCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAU-
GAGGAGGGACGAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUG-
GUACGCCUGGGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAG-
GGACGAGUUCGGCUUCCCCAAGAGUGAAAUACAUGCUCAGGCUUAUUGGAAUGCUG-
GGCGCGCUAUGGGUACUCAUCGAGCUACUGAACCAGCUGCAACUGAACCAGAAGUCG-
GGGCAGCUCCACAGCCAGAAAGUGCUGUACCAGCUCCAGCACGLCGGUUcCcUGGe-
GAGCUCAGGCAGCUUCCCGAUUGCUCGCUCCACUCAAACUCCCACUUGUUCUCAGUG-
GUGUACUUGCAGCAUUGGUCACUCUCGCACAGCUCGCUCCAUUCGUUUUGCUCGUU-
GAAUUGUCUCGACUUUUGGUCAGUGGAGCAGGUGCACAUCGCCUUUUUACUGUUGGU-
UUUGCAGCAGUCGGAUUGUUGGGAACUGGAGCUCUCCUCGCUGCUGCUUUGACACU-
CUGGCUCCAUGUAAUUGAUGCUCGAUUUGCACGCGCACUUCGGCUUAGGCUGCUGAG-
CAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCGGCAGCAU-
UAAAAAGCUCGUAACAGAUGAUACAUUGGCUUUGCAUUAUCUCGUCACUCAUGC-
CGUACCAGAUGCUGUUGCUGCUGUAGUAGCUCCAGUUGGUGUUCUCGUAUAUCUCU-
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UUGUUGUCGAUUGGCGAGUAGCUUUGGUACUCUUUGGACCGGUACUUGUUUAUCUCAC-
CAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCAGAGGUG-
GGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGUGAUCA-
GAGUGUUCGGCGCCGCCAGCAGCAGCUUCAGGAGGAGGCUGGACGAGUACAUCGGCU-
UUCUCGUAGCAUGGCAGCGCCCCCUCGCCGGUAAGAAGACUCUCAUGGAUCUGGC-
CACUCGCCCCGCCACUUUUCUGUGGCUGAUAGCCGCCACUGGUACUCUUCUGGUUGC-
CACACAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUGGGGACAACU-
UUUGGGGCCCGGCUGCUUGGGAUAGCCUAUGGGCUCGGGGGGCUGCGCACAGGGU-
UGCUUGCCGCCCGCCACCUGCAGGUCACACUUGAUGAGACAGAACUUGCCcGUCCGC-
GAGCACCCCCGCGAGCCCUUGGAUGGGGAGGCCCCAGCCACCGUCGUCUUCGAU-
CACGUCACGUUCGGAUAUCGCCCCGGGGUCCCAGUGAUCCAGGACGUGAGCCUGAC-
CCUUCGGCCCGGGACCGUGACAGCCCUGGUGGGGCCAUCAGGGUCAGGGAAGUCAAC-
CUUGGCCACCCUUCUUGCCCGCUUCCACGAUGUGGAGCGGGGGGLCCAUUCGGGUG-
GGGGGACAGGACAUUCGAUCAUUGGCCGCUGAUGAGUUGUAUACCCGCGUGGGGU-
UCGUGCUUCAGGAGGCCCAGUUGGUGCACGGGACCGCCGCCGAGAAUAUUGCACUGGC-
CGUGCCUGACGCCCCAGCCGAGCAGGUGCAGGUGGCAGCCCGGGAGGCCCAGAUACAC-
GACAGGGUGCUGAGACUGCCAGACGGGUAUGACACAGUGCUGGGUGCCAAUAGUGGC-
CUUUCAGGAGGCGAGCGGCAGCGGCUGACCAUAGCCCGGGCCAUUCUUGGCGACAC-
CCCCGUGCUGAUUCUGGACGAGGCCACCGCCUUCGCCGACCCCGAGAGUGAGUACCUG-
GUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGUGAUCGCC-
CACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGACCACGGCA-
GAAUUGUGGAGCGCGGCACCCACGAGGAGCUGCUGGCCGCCGGAGGCCGCUAU-
UGUCGGCUGUGGGACACCGGCCAAGGCUCUCGGGUUGCAGUGGLCCGLCCGC-
CCAGGAUGGCACCCGGGGCGGCAUUGUCGGCAUUGUGGLCLCGGLCUGGCUGUGUUGGE-
CGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGAAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCACUCACAGCUUAGUAAGCUGGAGCCUCCAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGGGGCLCUGUGUUGCGUCCUGCUGCUGUGLCGGLGC-
CGUGUUCGUGUCCCCCAUGUCCUACAUGAUUGCCACCCCAGCCGCCCUGACCGLCeaGe-
CGCCACCGACAUUGACGGAAUUGGCUCCGCAGUGUCCGUGGCGAAUGCAGCCGCAGUG-
GCCGCCACAACAGGAGUGCUGGCCGCCGGAGGCGACGAAGUGUUGGCCGCAAUUGC-
CCGCCUGUUCAACGCCAACGCCGAGGAGUACCACGC ccUGUCCGLCCcAGGUGGLeaE-
CUUCCAGACCCUGUUCGUGCGAACCCUGACCGGCGGCUGCGGCGUGUUCAGAAGACG-
GAGAGGCAGACAGUGCGUGACCGCCGCCGAGCACAGAGCCGCCGGCGLCLCGGUAGACG-
GCAGAGAAGAAGAAGAUCUGGCGACGGCCAGUGGAGACUGAGACAGCAGAGACACU-
UUGGCUGCGGCGGCCAGCCCGAGUUCAGGCAGCACUCCGAGCACAGGAGAGGLCGGCG-
GCGGCUCAAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUGGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
GACAGCUUAAUGAGCUGGAGCCUCAAUCGUGGGCAUUGUUGCUGGCCUGGCUGUC-
CUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGACGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTCAGTCCTATGTTGTGGCATGCGATGCCTCCGGAACTTAATACTGCACG-
GCTCATGGCAGGTGCAGGGCCTGCACCTATGCTCGCTGCGGCAGCGGGATG-
GCAAACGCTTTCCGCGGCATTGGATGCGCAAGCGGTTGAACTCACAGCACGCCT-
CAATTCTTTGGGGGAAGCGTGGACGGGGGGGGGGTCCGATAAAGCACTCGCGGCAGCGA-
CACCGATGGTCGTCTGGTTGCAAACAGCATCCACACAAGCAAAAACACGGGCTATGCAAGC-
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GACTGCGCAAGCAGCGGCTTATACACAAGCTATGGCGACTACTCCGTCATTGCCT-
GAAATAGCAGCGAATCATATAACTCAAGCAGTTCTCACGGCAACTAATTTCTTCGGCATCAA-
CACCATCCCCATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGC-
CCTGGCCATGGAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAATTG-
GAACCGATGGCGAGTATTCTTGATCCGGGTGCTTCCCAATCCACGACGAATCCTATTTTTG-
GAATGCCGTCACCTGGGTCTTCCACGCCTGTCGGTCAACTTCCTCCTGCTGCTA-
CACAAACGTTGGGTCAACTTGGAGAAATGTCTGGACCCATGCAGCAACTTACACAAC-
CGTTGCAACAGGTAACATCACTCTTTTCTCAAGTCGGGGGAACAGGAGGGGGGAATCCG-
GCTGATGAAGAAGCGGCACAAATGGGTCTTCTTGGAACGTCCCCTTTGTCAAATCATC-
CTCTCGCGGGAGGTAGTGGTCCGTCTGCAGGTGCGGGGCTTTTGCGCGCAGAAAGTCTC-
CCTGGGGCTGGCGGTTCTCTCACACGGACGCCTCTCATGTCCCAGCTTATA-
GAAAAACCAGTCGCTCCTAGTGTAATGCCTGCTGCTGCAGCTGGGTCATCAGCAACG-
GGAGGGGCAGCTCCAGTTGGAGCAGGTGCTATGGGACAGGGGGCACAGTCTGGGGGATC-
TACACGACCTGGACTTGTTGCTCCTGCTCCACTCGCACAGGAACGGGAAGAAGATGAC-
GAGGATGATTGGGATGAAGAAGATGATTGGGGTGGTGGAGGTAGTATTGTCG-
GGATTGTTGCTGGCCTGGCTGTGTTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACT-
GTGATGTGTAGGCGGAAGAGTTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGC-
CTCCAGAGAACCCGCCACCATGGACGCAATGAAGAGAGGATTGTGTTGTGTTCTTCTCCT-
TTGTGGAGCTGTATTTGTTAGTCCTATGGCGCGCGGGCTCCAGGGGGTTATGTTGCGGTC-
CTTTGGGGCGCGAGATCATACTGCCACGGTTATCGAGACCATCAGCATAGCACCTCATTTT-
GTCCGGGTTCGAATGGTCTCTCCAACACTTTTTCAGGATGCTGAAGCT-
GAACCAGCAGCGTGGCTTCGATTTTGGTTTCCTGATCCTAACGGCAGCAATACTGAAT-
TTCAGCGCGCGTATACTATTTCTGAAGCGGATCCAGCTGCCGGACGATTTGCTGTCGAT-
GTCGTACTTCATGATCCTGCAGGTCCAGCTTCCTCCTGGGCACGGACTGTCAAACCTGGAG-
CAACAATAGCAGTAATGAGCCTGATGGGCAGCAGCAGGTTCGACGTGCCCGAGGAGCAGC-
CCGCCGGCTACCTGCTGATCGGCGACAGCGCCAGCATCCCCGGCATGAACGGCATCATC-
GAGACCGTGCCCAACGACGTGCCCATCGAGATGTACCTGGAGCAGCACGACGACAACGA-
CACCCTGATCCCCCTGGCCAAGCACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAG-
GGACGAGAAGAGCCTGGCCGAGGCCATCGAGAACAGGGACTGGAGCGACTGGTACGC-
CTGGGCCACCCCCGAGGCCGCCGCCCTGAAGTGCGTGAGAGTGAGGCTGAGGGAC-
GAGTTCGGCTTCCCCAAGAGTGAAATACATGCTCAGGCTTATTGGAATGCTGGGCGCGC-
TATGGGTACTCATCGAGCTACTGAACCAGCTGCAACTGAACCAGAAGTCGGGGCAGCTC-
CACAGCCAGAAAGTGCTGTACCAGCTCCAGCACGCGGTTCCTGGC-
GAGCTCAGGCAGCTTCCCGATTGCTCGCTCCACTCAAACTCCCACTTGTTCTCAGTGGTG-
TACTTGCAGCATTGGTCACTCTCGCACAGCTCGCTCCATTCGTTTTGCTCGTTGAATTGTC-
TCGACTTTTGGTCAGTGGAGCAGGTGCACATCGCCTTTTTACTGTTGGTTTT-
GCAGCAGTCGGATTGTTGGGAACTGGAGCTCTCCTCGCTGCTGCTTTGACACTCTGGCTC-
CATGTAATTGATGCTCGATTTGCACGCGCACTTCGGCTTAGGCTGCTGAGCAAGCT-
GAGCAGGCTGCCCCTGGGCTGGTTCACCAGCAGGGGCAGCGGCAGCATTAAAAAGCTCG-
TAACAGATGATACATTGGCTTTGCATTATCTCGTCACTCATGCCGTACCAGATGCTGTTGCT-
GCTGTAGTAGCTCCAGTTGGTGTTCTCGTATATCTCTTTGTTGTCGATTGGCGAGTAGCTTTG-
GTACTCTTTGGACCGGTACTTGTTTATCTCACCATCACCAGCAGCCTGACCATCCAGAGCG-
GCCCCAGGATCGTGCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCG-
GCAGCTACCTGGAGGGCCAGCCCGTGATCAGAGTGTTCGGCGC-
CGCCAGCAGCAGCTTCAGGAGGAGGCTGGACGAGTACATCGGCTTTCTCGTAGCATG-
GCAGCGCCCCCTCGCCGGTAAGAAGACTCTCATGGATCTGGCCACTCGCCCCGCCACT-
TTTCTGTGGCTGATAGCCGCCACTGGTACTCTTCTGGTTGCCACACATAGAATGGACCCCGT-
GAACCTGCTGCCCTTCATGTTCCTGGGGACAACTTTTGGGGCCCGGCTGCTTGGGATAGC-
CTATGGGCTCGGGGGGCTGCGCACAGGGTTGCTTGCCGCCCGCCACCTGCAGGT-
CACACTTGATGAGACAGAACTTGCCGTCCGCGAGCACCCCCGCGAGCCCTTGGATGGG-
GAGGCCCCAGCCACCGTCGTCTTCGATCACGTCACGTTCGGATATCGCCCCGGGGTC-
CCAGTGATCCAGGACGTGAGCCTGACCCTTCGGCCCGGGACCGTGACAGCCCTGGTG-
GGGCCATCAGGGTCAGGGAAGTCAACCTTGGCCACCCTTCTTGCCCGCTTCCACGATGTG-
GAGCGGGGGGCCATTCGGGTGGGGGGACAGGACATTCGATCATTGGCCGCTGAT-
GAGTTGTATACCCGCGTGGGGTTCGTGCTTCAGGAGGCCCAGTTGGTGCACGGGACCGC-
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CGCCGAGAATATTGCACTGGCCGTGCCTGACGCCCCAGCCGAGCAGGTGCAGGTG-
GCAGCCCGGGAGGCCCAGATACACGACAGGGTGCTGAGACTGCCAGACGGGTATGA-
CACAGTGCTGGGTGCCAATAGTGGCCTTTCAGGAGGCGAGCGGCAGCGGCTGACCATAGC-
CCGGGCCATTCTTGGCGACACCCCCGTGCTGATTCTGGACGAGGCCACCGCCTTCGCCC-
GACCCCGAGAGTGAGTACCTGGTGCAGCAGGCCCTGAACAGACTGACCAGGGACAGGAC-
CGTGCTGGTGATCGCCCACAGGCTGCACACCATCACCAGGGCCGACCAGATCGTGGT-
GCTGGACCACGGCAGAATTGTGGAGCGCGGCACCCACGAGGAGCTGCTGGLCCGLCCG-
GAGGCCGCTATTGTCGGCTGTGGGACACCGGCCAAGGCTCTCGGGTTGCAGTGGCCGC-
CGCCCAGGATGGCACCCGGGGCGGCATTGTCGGCATTGTGGCCGGCCTGGCTGTGTTG-
GCCGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGAAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCACTCACAGCTTAGTAAGCTGGAGCCTCCAGAGAACCCGCCAC-
CATGGACGCAATGAAGCGGGGCCTGTGTTGCGTCCTGCTGCTGTGCGGCGCCGT-
GTTCGTGTCCCCCATGTCCTACATGATTGCCACCCCAGCCGCCCTGACCGCCGCCGCCAC-
CGACATTGACGGAATTGGCTCCGCAGTGTCCGTGGCGAATGCAGCCGCAGTGGCCGC-
CACAACAGGAGTGCTGGCCGCCGGAGGCGACGAAGTGTTGGCCGCAATTGCCCGCCT-
GTTCAACGCCAACGCCGAGGAGTACCACGCCCTGTCCGCCCAGGTGGCCGCCTTCCA-
GACCCTGTTCGTGCGAACCCTGACCGGCGGCTGCGGCGTGTTCAGAAGACGGAGAGGCA-
GACAGTGCGTGACCGCCGCCGAGCACAGAGCCGCCGGCGLCCGGTAGACGGCAGAGAA-
GAAGAAGATCTGGCGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTTGGCTGCG-
GCGGCCAGCCCGAGTTCAGGCAGCACTCCGAGCACAGGAGAGGLGGLGGLGGLCT-
CAATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTGGCAGTTGTGGTCATCGGAGCTGTG-
GTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTGACAGCTTAAT-
GAGCTGGAGCCTCAATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGT-
CATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAG-
GGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATGAGCTGGAGCCTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCC-
CCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTG-
GGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20654817586529467 AT Ratio:0.41216089803554723
T/U Ratio:0.20561272217025256 GC Ratio:0.5878391019644528
G Ratio:0.3081384471468662 MFE:-2193.199951171875
C Ratio:0.27970065481758655 Score:0.6437747645483248
5 MFE:-12.100000381469727 CAIl:0.7494376136187404
Output 5

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGAUGCAAUGAAACGGGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUAUCCCCUAUGUUGUG-
GCAUGCGAUGCCGCCGGAACUCAAUACUGCUCGACUCAUGGCGGGAGCAGGUC-
CUGCGCCUAUGCUUGCAGCUGCAGCAGGAUGGCAAACGCUUUCUGCGGCGCUU-
GAUGCUCAAGCUGUAGAACUUACUGCGCGACUUAAUUCUCUGGGAGAAGCAUG-
GACAGGUGGAGGGUCUGAUAAAGCGUUGGCGGCGGCAACUCCGAUGGUCGUCUGGU-
UGCAAACGGCCUCUACUCAAGCUAAAACUCGCGCGAUGCAAGCUACUG-
CACAAGCAGCUGCGUAUACACAAGCUAUGGCAACAACUCCGUCACUUCCUGAAAUAGCG-
GCGAAUCAUAUAACGCAGGCGGUCCUUACGGCCACGAAUUUCUUCGGCAUCAACAC-
CAUCCCCAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCCGC-
CCUGGCCAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAAUUG-
GAACCGAUGGCUUCCAUAUUGGAUCCUGGAGCGAGUCAAAGUACAACAAAUCCUAUAU-
UUGGGAUGCCUAGUCCUGGUUCCUCUACACCGGUUGGGCAACUUCCGC-
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CUGCUGCUACUCAAACAUUGGGACAAUUGGGGGAAAUGUCAGGGCCUAUGCAACAACU-
UACUCAACCUUUGCAACAAGUCACAUCACUUUUUUCACAGGUAGGAGGGACAGGUGGGG-
GAAAUCCGGCGGAUGAAGAAGCAGCGCAAAUGGGGCUCCUUGGAACUUCACCACUUUC-
CAAUCAUCCUCUCGCUGGAGGUUCCGGUCCUUCAGCAGGUGCAGGUCUCCUUCG-
GGCUGAAUCACUUCCUGGUGCUGGAGGGUCACUUACACGCACUCCUCUUAU-
GAGUCAGCUUAUUGAAAAACCAGUCGCUCCUUCUGUUAUGCCAGCUGCGGCAGCAG-
GAAGUUCUGCGACUGGAGGUGCAGCACCUGUCGGCGCUGGAGCAAUGGGACAGGGG-
GCACAGUCAGGGGGAUCAACACGCCCGGGACUUGUUGCGCCUGCUCCACU-
UGCUCAGGAACGGGAAGAAGAUGAUGAAGAUGAUUGGGAUGAAGAGGAUGAUUGGG-
GAGGAGGGGGCUCAAUAGUAGGGAUUGUUGCUGGCCUGGCUGUCUUGGCAGUUGUG-
GUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAG-
GAGGGUCAUACUCUCAGGCUGCCUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUAAUGAGCUGGAGCCUCCAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAG-
GGUUGUGUUGUGUUUUGCUUCUCUGUGGUGCUGUUUUUGUAUCUCCUAUGGCACGAG-
GGCUCCAGGGGGUAAUGCUUCGGAGUUUUGGUGCGCGAGAUCAUACUGCGACAGU-
UAUCGAGACCAUCAGCAUAGCUCCUCAUUUUGUACGAGUCCGAAUGGUcCUCCC-
CAACGCUCUUUCAGGAUGCAGAAGCGGAACCUGCUGCGUGGUUGCGCUuuuGGUUUC-
CGGAUCCUAACGGCAGCAAUACGGAAUUUCAGCGCGCAUAUACAAUAAGUGAAGCA-
GAUCCUGCUGCAGGGAGGUUUGCUGUCGAUGUCGUCCUUCAUGAUCCUGCUG-
GGCCAGCUUCUUCUUGGGCUCGAACGGUAAAACCUGGUGCAACGAUUGCUGUCAU-
GAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAG CCeaGeeG-
GCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGAC-
CGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACAC-
CCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGAC-
GAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUG-
GGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGU-
UCGGCUUCCCCAAGUCCGAAAUUCAUGCUCAGGCAUAUUGGAAUGCUGGGCGAG-
CAAUGGGUACUCAUCGAGCAACAGAACCAGCAGCAACGGAACCAGAAGUAG-
GUGCAGCUCCACAGCCAGAAUCCGCUGUACCAGCACCAGCUCGLCGGGUCCUGGC-
GAGCUCAGGCAGCAUCCCGCUUGUUGGCACCAUUGAAACUCCCACUCGuUcCCcUcUCCG-
GUGUUUUGGCUGCUCUCGUAACUUUGGCACAGUUGGCACCAUUUGUUUUGCUCGUA-
GAACUCUCACGACUCUUGGUAUCCGGGGCUGGGGCACAUCGACUCUUUACAGUAGGU-
UUUGCUGCAGUUGGACUCCUCGGUACAGGGGCAUUGCUCGCAGCAGCUCUCACACU-
CUGGCUCCAUGUAAUUGAUGCUCGGUUUGCUCGCGCUCUCCGCCUCAGGCUGCUGAG-
CAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCUCUG-
GCAGCAUAAAAAAGCUCGUUACAGAUGAUACUCUGGCACUCCAUUAUCUCGUCACA-
CAUGCUGUUCCAGAUGCUGUCGCAGCUGUCGUCGCUCCAGUCGGUGUUCUCGUCUAU-
UUGUUUGUUGUUGAUUGGCGGGUAGCUCUCGUCCUCUUUGGGCCAGUUCUGGUGUAU-
CUUACCAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCCA-
GAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGU-
GAUCAGAGUGUUCGGCGCCGCCAGCAGCAGCUUCAGGAGGAGGCUGGACGAGUA-
CAUCGGCUUUCUCGUUGCCUGGCAGCGCCCCCUCGCCGGUAAGAAGACUCUUAUGGAU-
CUUGCCACGCGCCCCGCCACUUUUCUGUGGCUGAUUGCCGCCACUGGAACUCUGCU-
UGUCGCCACGCAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUUCUGGGAA-
CAACUUUCGGGGCCCGGCUUCUCGGGAUUGCCUAUGGGLCUGGGUGGUCUCCG-
CACAGGUCUCCUGGCCGCCCGCCACCUUCAAGUUACAUUGGAUGAGACUGAACUUGC-
CGUUCGGGAGCACCCCCGGGAGCCAUUGGAUGGAGAGGCLCLCCCGLCCACCGUCGU-
UUUCGAUCACGUAACAUUCGGGUAUCGGCCCGGGGUCCCAGUGAUCCAGGACGUGAGC-
CUGACCCUGCGGCCCGGGACCGUGACAGCCUUGGUGGGGCCAUCCGGAAGUGGGAA-
GAGUACCCUUGCCACCUUGCUUGCCCGGUUCCACGACGUGGAGCGCGGGGLCCAU-
UCGCGUGGGGGGGCAGGAUAUACGCUCCCUGGCCGCCGACGAGCUUUAUACCCG-
GGUGGGGUUCGUGCUGCAGGAGGCCCAGCUGGUGCACGGAACCGCCGCCGAGAAUAU-
UGCACUUGCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCAGCCCGCGAG-
GCACAGAUUCACGACAGGGUGCUGAGACUGCCCGACGGGUAUGACACCGUGUUG-
GGCGCCAAUUCCGGUCUUAGUGGCGGGGAGCGCCAGCGCCUGACCAUUGCGLCGGGL-
CAUUCUGGGGGACACCCCCGUGCUGAUUCUUGACGAGGCCACUGCcCUUCGCCGACcee-
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GAGAGUGAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGAC-
CGUGCUGGUGAUCGCCCACCGGCUGCACACCAUCACCCGGGCCGACCAGAUCGUG-
GUGCUGGACCACGGCAGAAUUGUGGAGCGGGGCACCCACGAGGAGLCUGLCUUGCeae-
CGGCGGCAGAUAUUGUAGACUGUGGGACACCGGCCAGGGLCAGUCGGGUGGLCCGUUGE-
CGCUGCCCAGGACGGAACCCGCGGCGGCAUUGUGGGCAUUGUGGLLUGGLCCUGGLCCGU-
CUUGGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUAAUGAGCUGGAGCCUCAAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGGGGCCUGUGCUGCGUGCUGCUGCUGUGUGGAGC-
CGUGUUCGUGUCCCCCAUGUCCUACAUGAUUGCCACCCCAGCCGCCCUGACCGCeaGe-
CGCCACCGACAUUGACGGCAUUGGCUCCGCAGUCAGUGUGGCCAAUGCCGLCCGLCCGUG-
GCCGCAACAACAGGAGUGCUGGCCGCCGGAGGCGACGAGGUGCUGGCAGCCAUAGCCA-
GACUGUUCAACGCCAACGCAGAGGAGUACCACGCCCUGAGUGCCCAGGUGGLCCGCCU-
UCCAGACCCUGUUCGUGAGAACCCUGACCGGCGGCUGCGGCGUGUUCCGGAGAA-
GACGGGGCAGACAGUGCGUGACCGCCGCCGAACACAGAGCCGLCLCGGLCGLCCGGCAGAA-
GACAGCGGAGAAGAAGAUCCGGCGACGGCCAGUGGAGACUGAGACAGCAGCGACACU-
UCGGCUGCGGCGGACAGCCCGAGUUCCGGCAGCACUCCGAGCACAGAAGAGGCGGCG-
GCGGCAGUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUCGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUAGGCUGGAGCCUCUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUC-
CUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGATGCAATGAAACGGGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTATCCCCTATGTTGTGGCATGCGATGCCGCCGGAACTCAATACTGCTC-
GACTCATGGCGGGAGCAGGTCCTGCGCCTATGCTTGCAGCTGCAGCAGGATG-
GCAAACGCTTTCTGCGGCGCTTGATGCTCAAGCTGTAGAACTTACTGCGCGACTTAATTC-
TCTGGGAGAAGCATGGACAGGTGGAGGGTCTGATAAAGCGTTGGCGGCGGCAACTCC-
GATGGTCGTCTGGTTGCAAACGGCCTCTACTCAAGCTAAAACTCGCGCGATGCAAGCTACT-
GCACAAGCAGCTGCGTATACACAAGCTATGGCAACAACTCCGTCACTTCCTGAAATAGCGGC-
GAATCATATAACGCAGGCGGTCCTTACGGCCACGAATTTCTTCGGCATCAACACCATCCC-
CATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGCCCTGGCCATG-
GAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAATTGGAACCGATG-
GCTTCCATATTGGATCCTGGAGCGAGTCAAAGTACAACAAATCCTATATTTGGGATGCC-
TAGTCCTGGTTCCTCTACACCGGTTGGGCAACTTCCGCCTGCTGCTACTCAAACATTGGGA-
CAATTGGGGGAAATGTCAGGGCCTATGCAACAACTTACTCAACCTTTGCAACAAGTCACAT-
CACTTTTTTCACAGGTAGGAGGGACAGGTGGGGGAAATCCGGCGGATGAAGAAGCAGCG-
CAAATGGGGCTCCTTGGAACTTCACCACTTTCCAATCATCCTCTCGCTGGAGGTTCCGGTC-
CTTCAGCAGGTGCAGGTCTCCTTCGGGCTGAATCACTTCCTGGTGCTGGAGGGTCACTTA-
CACGCACTCCTCTTATGAGTCAGCTTATTGAAAAACCAGTCGCTCCTTCTGTTATGCCAGCT-
GCGGCAGCAGGAAGTTCTGCGACTGGAGGTGCAGCACCTGTCGGCGCTGGAGCAATG-
GGACAGGGGGCACAGTCAGGGGGATCAACACGCCCGGGACTTGTTGCGCCTGCTC-
CACTTGCTCAGGAACGGGAAGAAGATGATGAAGATGATTGGGATGAAGAGGATGATTGGG-
GAGGAGGGGGCTCAATAGTAGGGATTGTTGCTGGCCTGGCTGTCTTGGCAGTTGTGGT-
CATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAG-
GGTCATACTCTCAGGCTGCCTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTAATGAGCTGGAGCCTCCAGAGAACCCGCCACCATGGACGCAATGAAGAGAG-
GGTTGTGTTGTGTTTTGCTTCTCTGTGGTGCTGTTTTTGTATCTCCTATGGCACGAG-
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GGCTCCAGGGGGTAATGCTTCGGAGTTTTGGTGCGCGAGATCATACTGCGACAGTTATC-
GAGACCATCAGCATAGCTCCTCATTTTGTACGAGTCCGAATGGTCTCCCCAACGCTCT-
TTCAGGATGCAGAAGCGGAACCTGCTGCGTGGTTGCGCTTTTGGTTTCCGGATCCTAACG-
GCAGCAATACGGAATTTCAGCGCGCATATACAATAAGTGAAGCAGATCCTGCTGCAGGGAG-
GTTTGCTGTCGATGTCGTCCTTCATGATCCTGCTGGGCCAGCTTCTTCTTGGGCTCGAACG-
GTAAAACCTGGTGCAACGATTGCTGTCATGAGCCTGATGGGCAGCAGCAGGTTCGACGT-
GCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGCGACAGCGCCAGCATCCCCG-
GCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCCATCGAGATGTACCTG-
GAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAGCACCCCAGACTGAGGGT-
GAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAGGCCATC-
GAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCCCGAGG LLG LG ecCT-
GAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGTCCGAAATTCAT-
GCTCAGGCATATTGGAATGCTGGGCGAGCAATGGGTACTCATCGAGCAACAGAACCAGCAG-
CAACGGAACCAGAAGTAGGTGCAGCTCCACAGCCAGAATCCGCTG-
TACCAGCACCAGCTCGCGGGTCCTGGCGAGCTCAGGCAGCATCCCGCTTGTTGGCAC-
CATTGAAACTCCCACTCGTCCTCTCCGGTGTTTTGGCTGCTCTCGTAACTTTG-
GCACAGTTGGCACCATTTGTTTTGCTCGTAGAACTCTCACGACTCTTGGTATCCGGGGCTG-
GGGCACATCGACTCTTTACAGTAGGTTTTGCTGCAGTTGGACTCCTCGGTACAGGGG-
CATTGCTCGCAGCAGCTCTCACACTCTGGCTCCATGTAATTGATGCTCGGTTT-
GCTCGCGCTCTCCGCCTCAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGLCTG-
GTTCACCAGCAGGGGCTCTGGCAGCATAAAAAAGCTCGTTACAGATGATACTCTGGCACTC-
CATTATCTCGTCACACATGCTGTTCCAGATGCTGTCGCAGCTGTCGTCGCTCCAGTCGGT-
GTTCTCGTCTATTTGTTTGTTGTTGATTGGCGGGTAGCTCTCGTCCTCTTTG-
GGCCAGTTCTGGTGTATCTTACCATCACCAGCAGCCTGACCATCCAGAGCGGC-
CCCAGGATCGTGCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCGGCAGC-
TACCTGGAGGGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCAGCAGCAGCTTCAGGAG-
GAGGCTGGACGAGTACATCGGCTTTCTCGTTGCCTGGCAGCGCCCCCTCGCCGGTAAGAA-
GACTCTTATGGATCTTGCCACGCGCCCCGCCACTTTTCTGTGGCTGATTGCCGCCACTG-
GAACTCTGCTTGTCGCCACGCATAGAATGGACCCCGTGAACCTGCTGCCCTTCATGT-
TTCTGGGAACAACTTTCGGGGCCCGGCTTCTCGGGATTGCCTATGGGCTGGGTGGTCTC-
CGCACAGGTCTCCTGGCCGCCCGCCACCTTCAAGTTACATTGGATGAGACTGAACTTGC-
CGTTCGGGAGCACCCCCGGGAGCCATTGGATGGAGAGGCCCCCGCCACCGTCGTTTTC-
GATCACGTAACATTCGGGTATCGGCCCGGGGTCCCAGTGATCCAGGACGTGAGCCTGAC-
CCTGCGGCCCGGGACCGTGACAGCCTTGGTGGGGCCATCCGGAAGTGGGAAGAGTAC-
CCTTGCCACCTTGCTTGCCCGGTTCCACGACGTGGAGCGCGGGGCCATTCGCGTGGGG-
GGGCAGGATATACGCTCCCTGGCCGCCGACGAGCTTTATACCCGGGTGGGGTTCGTGCT-
GCAGGAGGCCCAGCTGGTGCACGGAACCGCCGCCGAGAATATTGCACTTGCCGTGCCA-
GACGCCCCAGCCGAGCAGGTGCAGGTGGCAGCCCGCGAGGCACAGATTCACGACAGGGT-
GCTGAGACTGCCCGACGGGTATGACACCGTGTTGGGCGCCAATTCCGGTCTTAGTGGCG-
GGGAGCGCCAGCGCCTGACCATTGCGCGGGCCATTCTGGGGGACACCCCCGTGCT-
GATTCTTGACGAGGCCACTGCCTTCGCCGACCCCGAGAGTGAGTACCTGGTGCAGCAGGC-
CCTGAACAGACTGACCAGGGACAGGACCGTGCTGGTGATCGCCCACCGGCTGCACACCAT-
CACCCGGGCCGACCAGATCGTGGTGCTGGACCACGGCAGAATTGTGGAGCGGGGCACC-
CACGAGGAGCTGCTTGCCGCCGGCGGCAGATATTGTAGACTGTGGGACACCG-
GCCAGGGCAGTCGGGTGGCCGTTGCCGCTGCCCAGGACGGAACCCGLCGGLCG-
GCATTGTGGGCATTGTGGCTGGCCTGGCCGTCTTGGCAGTTGTGGTCATCGGAGCTGTG-
GTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTAAT-
GAGCTGGAGCCTCAAGAGAACCCGCCACCATGGACGCAATGAAGCGGGGCCTGTGCT-
GCGTGCTGCTGCTGTGTGGAGCCGTGTTCGTGTCCCCCATGTCCTACATGATTGCCAC-
CCCAGCCGCCCTGACCGCCGCCGCCACCGACATTGACGGCATTGGCTCCGCAGTCAGT-
GTGGCCAATGCCGCCGCCGTGGCCGCAACAACAGGAGTGCTGGCCGCCGGAGGCGAC-
GAGGTGCTGGCAGCCATAGCCAGACTGTTCAACGCCAACGCAGAGGAGTACCACGCCCT-
GAGTGCCCAGGTGGCCGCCTTCCAGACCCTGTTCGTGAGAACCCTGACCGGCGGLCTGCG-
GCGTGTTCCGGAGAAGACGGGGCAGACAGTGCGTGACCGCCGCCGAACACAGAGLCCGC-
CGGCGCCGGCAGAAGACAGCGGAGAAGAAGATCCGGCGACGGCCAGTGGAGACT-
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GAGACAGCAGCGACACTTCGGCTGCGGCGGACAGCCCGAGTTCCGGCAGCACTCCGAG-
CACAGAAGAGGCGGCGGCGGCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTC-
CTCGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATAGGCTGGAGCCTCTATCGTGGG-
CATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGT-
GATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGC-
CTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTG-
CACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20673526660430308 AT Rati0:0.41216089803554734
T/U Ratio:0.20542563143124415 GC Rati0:0.5878391019644527
G Ratio:0.3072029934518241 MFE:-2201.300048828125
C Ratio:0.2806361085126286 Score:0.6433475459403518
5 MFE:-12.899999618530273 CAI:0.7496233653960439
Output 6

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGACGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUAUCCCCGAUGCUCUG-
GCAUGCAAUGCCGCCGGAACUCAAUACAGCGCGCUUGAUGGCAGGUGCUGGUCCG-
GCGCCUAUGCUCGCUGCGGCUGCAGGGUGGCAAACAUUGUCUGCGGCACUCGAUG-
CACAAGCGGUUGAACUUACUGCGCGCCUUAAUUCACUCGGAGAAGCGUGGACGGGAG-
GGGGGUCAGAUAAAGCACUGGCGGCGGCGACACCCAUGGUCGUCUGGCUUCAAACG-
GCAAGUACUCAAGCAAAAACGCGCGCCAUGCAAGCAACAGCGCAAGCAGCGGCU-
UAUACUCAAGCAAUGGCUACUACGCCUUCCCUUCCGGAAAUAGCGGCAAAU-
CAUAUAACUCAGGCAGUCCUCACGGCUACUAACUUCUUCGGCAUCAACACCAuUCCC-
CAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCGCCccUGG -
CAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAACUUGAACC-
GAUGGCUUCAAUUUUGGAUCCUGGAGCUUCACAAUCUACGACAAAUCCUAUAUUUG-
GGAUGCCUUCACCUGGUUCCAGUACACCUGUUGGGCAACUCCCUCCGGCUGCUACU-
CAAACUCUUGGACAACUUGGUGAAAUGUCAGGACCGAUGCAACAAUUGACGCAACCUCU-
UCAACAAGUCACAUCCCUCUUUUCACAAGUUGGUGGAACAGGAGGUGGAAAUCCAGCG-
GAUGAAGAAGCGGCUCAGAUGGGAUUGCUCGGUACAUCCCCUCUCUCAAAUCAUC-
CGCUCGCUGGAGGGUCUGGGCCUUCCGCAGGGGCUGGUCUCCUCCGAGCAGAAU-
CACUUCCUGGGGCAGGAGGUUCUUUGACACGAACUCCUUUGAUGUCACAGCUUAUU-
GAAAAACCUGUAGCUCCUAGUGUUAUGCCUGCUGCAGCUGCGGGAUCAUCUGCAACG-
GGUGGGGCAGCACCUGUAGGGGCAGGAGCUAUGGGACAGGGGGCGCAGUCUGGGG-
GAUCAACGCGGCCAGGUCUCGUAGCUCCUGCACCACUCGCGCAGGAACGAGAAGAA-
GAUGAUGAGGACGAUUGGGAUGAAGAAGAUGAUUGGGGUGGGGGAGGAUCCAUUGUUG-
GGAUAGUUGCUGGCCUGGCUGUCCUGGCAGUUGUGGUCAUCGGAGCUGUG-
GUCGCUACUGUGAUGUGUAGGCGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACU-
CUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUAAU-
GAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGAUUGUGU-
UGUGUCCUUCUUCUUUGUGGUGCGGUUUUUGUCUCCCCAAUGGCACGAG-
GGCUCCAGGGAGUUAUGCUCCGCUCCUUUGGUGCUCGCGAU-
CAUACAGCUACAGUAAUCGAGACCAUCAGCAUUGCGCCUCAUUUUGUUCGAGUCCG-
CAUGGUUUCCCCUACUCUUUUUCAGGAUGCAGAAGCGGAACCUGCGGCUUGGLCUC-
CGCUUUUGGUUUCCAGAUCCUAACGGCAGCAAUACAGAAUUUCAGCGCGCAUAUACUAU-
UUCCGAAGCUGAUCCUGCAGCAGGGCGAUUUGCUGUAGAUGUAGUUUUGCACGAUC-
CCGCAGGGCCAGCAUCCUCCUGGGCUCGAACUGUCAAACCAGGCGCAACGAU-
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UGCUGUAAUGAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAGCCCGC-
CGGCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUC-
GAGACCGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGA-
CACCCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAG-
GGACGAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGC-
CUGGGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGAC-
GAGUUCGGCUUCCCCAAGUCUGAAAUACAUGCACAGGCUUAUUGGAAUGCGGGGC-
GAGCUAUGGGGACGCAUCGAGCUACAGAACCAGCAGCAACUGAACCAGAAGUUGGGGC-
CGCUCCACAGCCAGAAUCCGCUGUCCCAGCUCCUGCUCGGGGUUCUUGGCGAG-
CACAGGCAGCUUCUCGCCUUUUGGCACCUUUGAAACUUCCACUCGUACUUUCUG-
GGGUCCUCGCUGCUCUUGUUACACUUGCUCAGCUUGCACCAUUUGUACUUCUCGUA-
GAAUUGAGUCGCCUCUUGGUUUCAGGAGCAGGUGCACAUCGACUCUUUACAGUUGGU-
UUCGCUGCUGUAGGACUGCUCGGUACUGGUGCACUCCUCGCUGCAGCGUUGACACU-
CUGGCUCCAUGUAAUUGAUGCUCGAUUUGCACGGGCACUCCGCUUGAGGCUGCUGAG-
CAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCG-
GCAGCAUAAAAAAGUUGGUCACUGAUGAUACACUCGCUUUGCAUUAUUUGGUCACA-
CAUGCUGUUCCAGAUGCUGUGGCUGCUGUUGUCGCUCCAGUCGGAGUCCUUGUCUAU-
CUUUUUGUCGUAGAUUGGCGGGUAGCUUUGGUCUUGUUUGGACCAGUCCUGGUUUAU-
UUGACCAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCA-
GAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGU-
GAUCAGAGUGUUCGGCGCCGCCAGCAGCUCCUUCAGGAGGAGGCUGGACGAGUA-
CAUAGGCUUUUUGGUAGCCUGGCAGCGCCCGCUCGCCGGGAAGAAGACUCUGAUGGAU-
UUGGCCACUCGCCCAGCCACUUUUCUGUGGUUGAUAGCCGCCACUGGUACUCUUUUG-
GUUGCCACUCAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUUUUGGGGA-
CAACGUUCGGUGCCCGCCUUUUGGGGAUUGCCUAUGGGCUUGGGGGGCUGCGCACUG-
GGCUGCUGGCCGCCCGGCAUCUUCAGGUCACAUUGGAUGAGACAGAAUUGGCCGUUCG-
GGAGCACCCCCGCGAGCCACUCGAUGGUGAGGCCCCCGCCACUGUAGUCUUCGAU-
CACGUCACCUUCGGUUAUCGGCCCGGGGUCCCAGUGAUCCAGGACGUGAGCCUGACCU-
UGCGGCCAGGGACCGUGACAGCCCUCGUGGGACCCAGUGGGUCUGGUAA-
GAGUACCCUGGCCACCUUGUUGGCCCGCUUCCACGACGUGGAGCGGGGGGC-
CAUACGCGUGGGGGGGCAGGAUAUACGGUCCCUUGCCGCCGAU-
GAGCUGUAUACCCGCGUGGGGUUCGUGCUUCAGGAGGCCCAGUUGGUGCACGGAAC-
CGCCGCCGAGAAUAUUGCCCUGGCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUG-
GCAGCACGCGAGGCCCAGAUUCACGACAGGGUGCUGAGAUUGCCCGAUGGGUAUGA-
CACAGUGCUGGGCGCCAAUAGUGGGCUGUCAGGCGGCGAGCGGCAGCGGCUGACCAU-
UGCCCGGGCCAUUCUGGGGGACACCCCAGUGCUGAUUCUGGACGAGGCAACCGCCU-
UCGCCGACCCCGAGUCCGAGUACCUGGUGCAGCAGGCCCUGAACAGACU-
GACCAGGGACAGGACCGUGCUGGUGAUCGCCCACAGACUGCACACCAUCACCAGGGCCC-
GACCAGAUCGUGGUGCUGGACCACGGCAGAAUUGUGGAGCGGGGCACCCACGAG-
GAGCUGCUGGCCGCCGGAGGCCGGUAUUGUAGACUGUGGGACACCGGCCAGGGCUC-
CCGGGUGGCUGUGGCCGCUGCCCAGGACGGCACCCGGGGLCGGCAUUGUGGGCAUUGU-
UGCCGGCCUGGCCGUCUUGGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAU-
GUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGUUACUCUCAGGCUGCGUCCAGC-
GACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUAAUGAGCUGGAGCCAGUA-
GAGAACCCGCCACCAUGGACGCAAUGAAGCGGGGC-
CUGUGCUGCGUGCUGCUGCUGUGUGGCGCCGUGUUUGUCUCUCCCAUGUCCUACAU-
GAUUGCCACCCCCGCCGCCCUGACCGCCGCAGCCACCGACAUUGACGGAAUUG-
GCAGUGCAGUGAGUGUGGCCAAUGCAGCCGCAGUGGCCGCCACAACAGGAGUGCUG-
GCCGCCGGAGGCGACGAGGUGCUGGCCGCCAUCGCCCGGCUUUUCAACGCCAAUGCC-
GAAGAGUACCACGCCCUGAGUGCCCAGGUGGCCGCCUUCCAGACCCUGUUCGUGCG-
GACCCUUACCGGCGGCUGCGGCGUGUUCAGAAGAAGACGGGGAAGACAGUGCGUGAC-
CGCCGCCGAGCACAGAGCCGCCGGCGCCGGCAGAAGACAGCGACGGAGAAGAUCCGGEC-
GACGGCCAAUGGAGACUGAGACAGCAGAGGCACUUCGGCUGCGGCGGCCAGCCCGAGU-
UCAGGCAGCACAGUGAGCACAGGAGAGGCGGCGGCGGCAGCAUCGUGGGCAUUGU-
UGCUGGCCUGGCUGUCUUGGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAU-
GUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGC-
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GACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUAGUGAGCUGGAGCcCUC-
CAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUAGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCUUCUUGCCcccuuGGGLccuceee-
CCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCCCGUGGUCUUUGAAUAAAGUCU-
GAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGACGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTATCCCCGATGCTCTGGCATGCAATGCCGCCGGAACTCAAT-
ACAGCGCGCTTGATGGCAGGTGCTGGTCCGGCGCCTATGCTCGCTGCGGCTGCAGGGTG-
GCAAACATTGTCTGCGGCACTCGATGCACAAGCGGTTGAACTTACTGCGCGCCT-
TAATTCACTCGGAGAAGCGTGGACGGGAGGGGGGTCAGATAAAGCACTGGCGGCGGCGA-
CACCCATGGTCGTCTGGCTTCAAACGGCAAGTACTCAAGCAAAAACGCGCGCCATGCAAG-
CAACAGCGCAAGCAGCGGCTTATACTCAAGCAATGGCTACTACGCCTTCCCTTCCG-
GAAATAGCGGCAAATCATATAACTCAGGCAGTCCTCACGGCTACTAACTTCTTCGGCATCAA-
CACCATCCCCATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGC-
CCTGGCCATGGAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTC-
GAGAAACTTGAACCGATGGCTTCAATTTTGGATCCTGGAGCTTCACAATCTACGACAAATCC-
TATATTTGGGATGCCTTCACCTGGTTCCAGTACACCTGTTGGGCAACTCCCTCCGGCTGC-
TACTCAAACTCTTGGACAACTTGGTGAAATGTCAGGACCGATGCAACAATTGACGCAAC-
CTCTTCAACAAGTCACATCCCTCTTTTCACAAGTTGGTGGAACAGGAGGTG-
GAAATCCAGCGGATGAAGAAGCGGCTCAGATGGGATTGCTCGGTACATCCCCTCTCT-
CAAATCATCCGCTCGCTGGAGGGTCTGGGCCTTCCGCAGGGGCTGGTCTCCTCCGAGCA-
GAATCACTTCCTGGGGCAGGAGGTTCTTTGACACGAACTCCTTTGATGTCACAGCT-
TATTGAAAAACCTGTAGCTCCTAGTGTTATGCCTGCTGCAGCTGCGGGATCATCTGCAACG-
GGTGGGGCAGCACCTGTAGGGGCAGGAGCTATGGGACAGGGGGCGCAGTCTGGGGGAT-
CAACGCGGCCAGGTCTCGTAGCTCCTGCACCACTCGCGCAGGAACGAGAAGAAGATGAT-
GAGGACGATTGGGATGAAGAAGATGATTGGGGTGGGGGAGGATCCATTGTTG-
GGATAGTTGCTGGCCTGGCTGTCCTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACT-
GTGATGTGTAGGCGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTAATGAGCTG-
GAGCCAGTAGAGAACCCGCCACCATGGACGCAATGAAGAGAGGATTGTGTTGTGTC-
CTTCTTCTTTGTGGTGCGGTTTTTGTCTCCCCAATGGCACGAGGGCTCCAGGGAGTTAT-
GCTCCGCTCCTTTGGTGCTCGCGATCATACAGCTACAGTAATCGAGACCATCAGCATTGCGC-
CTCATTTTGTTCGAGTCCGCATGGTTTCCCCTACTCTTTTTCAGGATGCAGAAGCGGAACCT-
GCGGCTTGGCTCCGCTTTTGGTTTCCAGATCCTAACGGCAGCAATACAGAATTTCAGCGCG-
CATATACTATTTCCGAAGCTGATCCTGCAGCAGGGCGATTTGCTGTAGATGTAGTTTTGCAC-
GATCCCGCAGGGCCAGCATCCTCCTGGGCTCGAACTGTCAAACCAGGCGCAACGATTGCT-
GTAATGAGCCTGATGGGCAGCAGCAGGTTCGACGTGCCCGAGGAGCAGLCCCGLCGGLC-
TACCTGCTGATCGGCGACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGT-
GCCCAACGACGTGCCCATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCT-
GATCCCCCTGGCCAAGCACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGAC-
GAGAAGAGCCTGGCCGAGGCCATCGAGAACAGGGACTGGAGCGACTGGTACGCCTGGGC-
CACCCCCGAGGCCGCCGCCCTGAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCG-
GCTTCCCCAAGTCTGAAATACATGCACAGGCTTATTGGAATGCGGGGCGAGCTATGGG-
GACGCATCGAGCTACAGAACCAGCAGCAACTGAACCAGAAGTTGGGGCCGCTC-
CACAGCCAGAATCCGCTGTCCCAGCTCCTGCTCGGGGTTCTTGGCGAG-
CACAGGCAGCTTCTCGCCTTTTGGCACCTTTGAAACTTCCACTCGTACTTTCTGGGGTC-
CTCGCTGCTCTTGTTACACTTGCTCAGCTTGCACCATTTGTACTTCTCGTA-
GAATTGAGTCGCCTCTTGGTTTCAGGAGCAGGTGCACATCGACTCTTTACAGTTGGT-
TTCGCTGCTGTAGGACTGCTCGGTACTGGTGCACTCCTCGCTGCAGCGTTGACACTCTG-
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GCTCCATGTAATTGATGCTCGATTTGCACGGGCACTCCGCTTGAGGCTGCTGAGCAAGCT-
GAGCAGGCTGCCCCTGGGCTGGTTCACCAGCAGGGGCAGCGGCAGCATAAAAAAGTTG-
GTCACTGATGATACACTCGCTTTGCATTATTTGGTCACACATGCTGTTCCAGATGCTGTGGCT-
GCTGTTGTCGCTCCAGTCGGAGTCCTTGTCTATCTTTTTGTCGTAGATTGGCGGGTAGCT-
TTGGTCTTGTTTGGACCAGTCCTGGTTTATTTGACCATCACCAGCAGCCTGACCATCCA-
GAGCGGCCCCAGGATCGTGCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGC-
CGGCAGCTACCTGGAGGGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCAGCAGCTC-
CTTCAGGAGGAGGCTGGACGAGTACATAGGCTTTTTGGTAGCCTGGCAGCGCCCGCTCGC-
CGGGAAGAAGACTCTGATGGATTTGGCCACTCGCCCAGCCACTTTTCTGTGGTTGATAGC-
CGCCACTGGTACTCTTTTGGTTGCCACTCATAGAATGGACCCCGTGAACCTGCTGC-
CCTTCATGTTTTTGGGGACAACGTTCGGTGCCCGCCTTTTGGGGATTGCCTATGGGCTTG-
GGGGGCTGCGCACTGGGCTGCTGGCCGCCCGGCATCTTCAGGTCACATTGGATGAGACA-
GAATTGGCCGTTCGGGAGCACCCCCGCGAGCCACTCGATGGTGAGGCCCCCGCCACTG-
TAGTCTTCGATCACGTCACCTTCGGTTATCGGCCCGGGGTCCCAGTGATCCAGGACGT-
GAGCCTGACCTTGCGGCCAGGGACCGTGACAGCCCTCGTGGGACCCAGTGGGTCTG-
GTAAGAGTACCCTGGCCACCTTGTTGGCCCGCTTCCACGACGTGGAGCGGGGGGCCAT-
ACGCGTGGGGGGGCAGGATATACGGTCCCTTGCCGCCGATGAGCTGTATACCCGCGTG-
GGGTTCGTGCTTCAGGAGGCCCAGTTGGTGCACGGAACCGCCGCCGAGAATATTGCCCTG-
GCCGTGCCAGACGCCCCAGCCGAGCAGGTGCAGGTGGCAGCACGCGAGGCCCA-
GATTCACGACAGGGTGCTGAGATTGCCCGATGGGTATGACACAGTGCTGGGCGC-
CAATAGTGGGCTGTCAGGCGGCGAGCGGCAGCGGCTGACCATTGCCCGGGCCATTCTG-
GGGGACACCCCAGTGCTGATTCTGGACGAGGCAACCGCCTTCGCCGACCCCGAGTCC-
GAGTACCTGGTGCAGCAGGCCCTGAACAGACTGACCAGGGACAGGACCGTGLCTGGT-
GATCGCCCACAGACTGCACACCATCACCAGGGCCGACCAGATCGTGGTGCTGGACCACG-
GCAGAATTGTGGAGCGGGGCACCCACGAGGAGCTGCTGGCCGCCGGAGGCCGGTATTG-
TAGACTGTGGGACACCGGCCAGGGCTCCCGGGTGGCTGTGGCCGCTGCCCAGGACG-
GCACCCGGGGCGGCATTGTGGGCATTGTTGCCGGCCTGGCCGTCTTGGCAGTTGTGGT-
CATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAG-
GGAGTTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTAATGAGCTGGAGCCAGTAGAGAACCCGCCACCATGGACGCAATGAAGCG-
GGGCCTGTGCTGCGTGCTGCTGCTGTGTGGCGCCGTGTTTGTCTCTCCCATGTCCTACAT-
GATTGCCACCCCCGCCGCCCTGACCGCCGCAGCCACCGACATTGACGGAATTGGCAGT-
GCAGTGAGTGTGGCCAATGCAGCCGCAGTGGCCGCCACAACAGGAGTGCTGGLCCGLCCG-
GAGGCGACGAGGTGCTGGCCGCCATCGCCCGGCTTTTCAACGCCAATGCCGAAGAGTAC-
CACGCCCTGAGTGCCCAGGTGGCCGCCTTCCAGACCCTGTTCGTGCGGACCCTTACCG-
GCGGCTGCGGCGTGTTCAGAAGAAGACGGGGAAGACAGTGCGTGACCGCCGCCGAG-
CACAGAGCCGCCGGCGCCGGCAGAAGACAGCGACGGAGAAGATCCGGCGACGGC-
CAATGGAGACTGAGACAGCAGAGGCACTTCGGCTGCGGCGGCCAGLCCC-
GAGTTCAGGCAGCACAGTGAGCACAGGAGAGGCGGCGGCGGCAGCATCGTGGG-
CATTGTTGCTGGCCTGGCTGTCTTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGT-
GATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTAGTGAGCTGGAGC-
CTCCATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCT-
GTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGAT-
GAGCTGGAGCCTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTC-
CCCTTCCTGCACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters

A Ratio:0.20636108512628626
T/U Ratio:0.205799812909261
G Ratio:0.30907390084190833
C Ratio:0.27876520112254444
5 MFE:-12.100000381469727

AT Ratio:0.41216089803554723
GC Ratio:0.5878391019644528
MFE:-2229.699951171875
Score:0.6431697115470376
CAI:0.749233309243293
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Output 7

RNA Sequence:
AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGAUGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUUCACCUAUGCUCUG-
GCAUGCGAUGCCGCCUGAACUUAAUACGGCACGCCUUVAUGGCUGGUGCUGGACCUG-
CACCGAUGCUUGCGGCGGCGGCUGGAUGGCAAACAUUGUCCGCAGCGUUGGAUGCU-
CAAGCAGUUGAACUCACAGCUCGCCUCAAUUCCCUUGGAGAGGCUUGGACUGGAGGUG-
GAUCAGAUAAAGCAUUGGCAGCAGCAACUCCGAUGGUUGUUUGGCUUCAAACUGCGUC-
CACUCAAGCGAAAACACGCGCGAUGCAAGCGACAGCUCAAGCGGCUGCGUAUACUCAAG-
CAAUGGCGACAACUCCUUCUCUCCCUGAAAUAGCUGCUAAUCAUAUUACUCAAGCAGU-
CUUGACUGCUACGAAUUUCUUCGGCAUCAACACCAUCCCCAUCGCCCUGACCGAGAUG-
GACUACUUCAUCAGAAUGUGGAACCAGGCCGCCCUGGCCAUGGAGGUGUACCAGGCC-
GAGACCGCCGUGAACACCCUGUUCGAGAAAUUGGAACCUAUGGCGUCUAUACUCGAUC-
CGGGGGCAAGUCAAAGUACGACUAAUCCGAUUUUUGGUAUGCCUUCCCCUGGAUCCUC-
CACGCCUGUUGGUCAACUUCCACCGGCGGCUACACAAACGUUGGGGCAAUUG-
GGAGAAAUGUCUGGGCCUAUGCAACAAUUGACUCAACCUUUGCAACAGGUAACGUCUCU-
CUUUUCCCAAGUUGGGGGGACGGGAGGAGGAAAUCCUGCUGAUGAAGAAGCAGCUCA-
GAUGGGGCUUCUUGGAACAUCUCCGCUCAGUAAUCAUCCUUUGGCUGGGGGU-
UCAGGGCCUUCAGCAGGAGCUGGUUUGCUUCGAGCAGAAAGUCUUCCGGGUGCG-
GGAGGUUCUCUCACGCGAACACCACUUAUGUCUCAGCUUAUAGAAAAGCCUGUUGCAC-
CAUCAGUCAUGCCUGCAGCGGCAGCGGGGUCCUCCGCAACGGGAGGAGCUG-
CACCAGUCGGUGCGGGGGCGAUGGGACAGGGAGCUCAGAGUGGAGGUUCCACUC-
GACCAGGUCUUGUAGCUCCAGCACCUCUUGCUCAGGAACGAGAAGAAGAUGAUGAAGAU-
GAUUGGGAUGAAGAAGAUGAUUGGGGGGGAGGGGGUAGUAUUGUAGGGAUUGU-
UGCUGGCCUGGCUGUCUUGGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAU-
GUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCUUCCAGC-
GACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUAAGCUGGAGCCUCUCG-
GGAACCCGCCACCAUGGACGCAAUGAAGAGAGGAUUGUGUUGUGUACUCCU-
UUUGUGUGGGGCUGUUUUUGUCUCACCGAUGGCUCGAGGU-
UUGCAGGGUGUAAUGCUGCGAAGUUUUGGUGCGCGAGAUCAUACAGCCACGGUCAUC-
GAGACCAUCAGCAUUGCACCUCAUUUUGUCCGGGUCCGAAUGGUCUCCCCUACGCU-
UUUUCAGGAUGCGGAAGCUGAACCUGCGGCGUGGCUUCGGUUUUGGUUUCCUGAUC-
CUAACGGCAGCAAUACUGAAUUUCAGCGAGCUUAUACUAUUUCCGAAGCAGACCCAGCG-
GCAGGGCGAUUUGCUGUCGAUGUCGUUCUUCAUGAUCCAGCAGGUCCAGCAAGUU-
CAUGGGCUCGCACUGUCAAACCAGGUGCUACAAUAGCUGUAAUGAGCCUGAUG-
GGCAGUAGCAGGUUCGACGUGCCCGAGGAGCAGCCCGCCGGCUACCUGCUGAUCGGC-
GACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGACCGUGCCCAACGACGUGC-
CCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACACCCUGAUCCCCCUGGCCAAG-
CACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGACGAGAAGAGCCUGGCCGAG-
GCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUGGGCCACCCLCLCGAGGLCeae-
CGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGUUCGGCUUCCCCAAGUCA-
GAAAUUCAUGCACAGGCAUAUUGGAAUGCAGGGCGCGCAAUGGGGACACAUCGGG-
CAACAGAACCAGCUGCUACAGAACCUGAAGUCGGGGCAGCUCCACAGCCA-
GAGAGUGCUGUACCAGCACCUGCACGGGGGUCCUGGCGAGCUCAGGCAGCuUUcCUC-
GACUCUUGGCACCACUCAAACUCCCACUCGUACUCAGUGGGGUACUCGCAGCAUUGGU-
UACAUUGGCUCAGUUGGCACCAUUUGUUCUCUUGGUCGAAUUGAGUCGCCUUCU-
UGUAAGUGGUGCAGGCGCUCAUCGGCUUUUUACAGUUGGGUUUGCAGCUGUAGGACUC-
CUCGGAACUGGGGCACUCCUCGCAGCUGCUCUCACAUUGUGGCUCCAUGUCAUA-
GAUGCUCGGUUUGCUCGGGCUUUGCGACUCAGGCUGCUGAGCAAGCU-
GAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCG-
GCAGCAUAAAAAAGCUCGUUACUGAUGAUACUCUCGCCCUCCAUUAUCUCGUCACA-
CAUGCUGUUCCGGAUGCUGUUGCUGCUGUAGUUGCACCAGUUGGCGUCCUCGUAUAU-
CUCUUUGUCGUAGAUUGGCGCGUCGCCCUCGUUCUCUUUGGACCUGUACUUGUUUAU-
CUGACCAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCCA-
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GAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGU-
GAUCAGAGUGUUCGGCGCCGCCAGCAGCAGCUUCAGGAGGAGGCUGGACGAGUA-
CAUCGGCUUUUUGGUCGCCUGGCAGCGCCCCCUCGCUGGGAAGAAGACACUGAUGGAU-
UUGGCCACUCGGCCCGCCACUUUUCUUUGGCUGAUAGCCGCCACUGGUACUCUGCUG-
GUAGCCACUCAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUUGGUACAA-
CAUUUGGUGCCCGCCUCCUUGGGAUUGCCUAUGGGCUUGGUGGGUUGCGGACAGGGU-
UGCUGGCCGCCCGGCACCUUCAGGUCACUUUGGAUGAGACAGAGCUCGCCGUCCGC-
GAACACCCCCGGGAACCACUGGAUGGGGAGGCCCCCGCCACCGUCGUAUUCGAU-
CACGUCACAUUCGGGUAUCGGCCCGGGGUCCCAGUGAUCCAGGACGUGAGCCUGACCU-
UGCGCCCAGGGACGGUGACAGCCUUGGUGGGACCCUCAGGGUCCGGGAAGUCAACCU-
UGGCCACCCUGCUUGCCCGGUUCCACGAUGUGGAGCGGGGGGCCAUACGCGUGGGG-
GGGCAGGACAUACGGUCUCUGGCCGCGGACGAGCUGUAUACCCGCGUGGGU-
UUCGUGCUGCAGGAGGCCCAGCUUGUGCACGGAACCGCCGCAGAGAAUAUAGCACUG-
GCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCAGCCCGGGAGGCCCAGAUU-
CACGACAGGGUGCUGAGACUCCCCGACGGGUAUGACACAGUGUUGGGGGCCAAUUCCG-
GCCUGUCUGGUGGCGAGCGGCAGAGAUUGACCAUUGCCCGGGCCAUUCUGGGCGA-
CACCCCCGUGCUUAUUCUGGACGAGGCCACCGCCUUCGCCGACCCCGAGUCA-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGAC-
CACGGCAGGAUUGUGGAGCGGGGGACCCACGAGGAGCUUCUGGCUGCCGGAGGCA-
GAUAUUGUCGCCUGUGGGAUACCGGCCAGGGCUCACGGGUUGLCCGUGGLCCGLeaGCe-
CAAGACGGCACCAGAGGCGGCAUUGUGGGCAUUGUGGLCCGGLCcUGGCUGUCCUG-
GCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCUAGAGAACCCGC-
CACCAUGGACGCAAUGAAACGGGGACUGUGCUGCGUGCUGLCUGCUGUGUGGLCGC-
CGUGUUCGUGUCCCCCAUGUCCUACAUGAUUGCCACCCCAGCCGCCCUGACCGLeae-
CGCCACCGACAUUGACGGCAUUGGCUCCGCCGUGUCAGUGGCCAAUGCAGCCGCAGUG-
GCCGCAACAACCGGAGUGCUGGCAGCCGGAGGCGACGAAGUGLCUGGLCLCGLCCAUUGC-
CCGCCUUUUCAACGCCAACGCCGAGGAGUACCACGC C CcLuGULCCGLLeCcAGGUGGeeae-
CUUCCAGACCCUGUUCGUGCGCACCCUGACCGGCGGCUGCGGCGUGUUCAGAAGAA-
GACGCGGCAGACAGUGCGUGACCGCCGCCGAGCACAGAGLCLCGLLGGLGLeeaGaeea-
GCGCCAGCGCAGAAGAAGAUCCGGAGACGGCCAGUGGAGACUGAGACAGCAGAGA-
CACUUCGGCUGCGGCGGCCAGCCCGAGUUCAGACAGCACUCCGAGCACAGGAGAGGCG-
GCGGCGGCUCAAUCGUGGGCAUUGUUGCCGGCCUGGCUGUCCUGGCAGUUGUGGU-
CAUCGGAGCUGUGGUCGCUACUGUGAUGUGUCGCAGGAAGAGCUCAGGUGGAAAAG-
GAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGU-
CUCUCACAGCUUAAUAGGCUGGAGCCAGUAUCGUGGGCAUUGUUGCUGGCCUG-
GCUGUCCUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAG-
GAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGATGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTTCACCTATGCTCTGGCATGCGATGCCGCCTGAACTTAATACG-
GCACGCCTTATGGCTGGTGCTGGACCTGCACCGATGCTTGCGGCGGCGGCTGGATG-
GCAAACATTGTCCGCAGCGTTGGATGCTCAAGCAGTTGAACTCACAGCTCGCCTCAATTC-
CCTTGGAGAGGCTTGGACTGGAGGTGGATCAGATAAAGCATTGGCAGCAGCAACTCC-
GATGGTTGTTTGGCTTCAAACTGCGTCCACTCAAGCGAAAACACGCGCGATGCAAGC-
GACAGCTCAAGCGGCTGCGTATACTCAAGCAATGGCGACAACTCCTTCTCTCCCT-
GAAATAGCTGCTAATCATATTACTCAAGCAGTCTTGACTGCTACGAATTTCTTCGGCATCAA-
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CACCATCCCCATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGC-
CCTGGCCATGGAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAATTG-
GAACCTATGGCGTCTATACTCGATCCGGGGGCAAGTCAAAGTACGACTAATCCGATTTTTG-
GTATGCCTTCCCCTGGATCCTCCACGCCTGTTGGTCAACTTCCACCGGCGGCTA-
CACAAACGTTGGGGCAATTGGGAGAAATGTCTGGGCCTATGCAACAATTGACTCAACCTTT-
GCAACAGGTAACGTCTCTCTTTTCCCAAGTTGGGGGGACGGGAGGAGGAAATCCTGCT-
GATGAAGAAGCAGCTCAGATGGGGCTTCTTGGAACATCTCCGCTCAGTAATCATCCTTTG-
GCTGGGGGTTCAGGGCCTTCAGCAGGAGCTGGTTTGCTTCGAGCAGAAAGTCTTCCG-
GGTGCGGGAGGTTCTCTCACGCGAACACCACTTATGTCTCAGCTTATAGAAAAGCCTGTTG-
CACCATCAGTCATGCCTGCAGCGGCAGCGGGGTCCTCCGCAACGGGAGGAGCTG-
CACCAGTCGGTGCGGGGGCGATGGGACAGGGAGCTCAGAGTGGAGGTTCCACTC-
GACCAGGTCTTGTAGCTCCAGCACCTCTTGCTCAGGAACGAGAAGAAGATGATGAAGAT-
GATTGGGATGAAGAAGATGATTGGGGGGGAGGGGGTAGTATTGTAGGGATTGTTGCTGGC-
CTGGCTGTCTTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAG-
GAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCTTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATAAGCTGGAGCCTCTCGGGAACCCGCCAC-
CATGGACGCAATGAAGAGAGGATTGTGTTGTGTACTCCTTTTGTGTGGGGCTGTTTTTGTCT-
CACCGATGGCTCGAGGTTTGCAGGGTGTAATGCTGCGAAGTTTTGGTGCGCGAGATCAT-
ACAGCCACGGTCATCGAGACCATCAGCATTGCACCTCATTTTGTCCGGGTCCGAATGGTC-
TCCCCTACGCTTTTTCAGGATGCGGAAGCTGAACCTGCGGCGTGGCTTCGGTTTTGGTTTC-
CTGATCCTAACGGCAGCAATACTGAATTTCAGCGAGCTTATACTATTTCCGAAGCAGAC-
CCAGCGGCAGGGCGATTTGCTGTCGATGTCGTTCTTCATGATCCAGCAG-
GTCCAGCAAGTTCATGGGCTCGCACTGTCAAACCAGGTGCTACAATAGCTGTAATGAGCCT-
GATGGGCAGTAGCAGGTTCGACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCG-
GCGACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGT-
GCCCATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCTGATCCCCCTGGC-
CAAGCACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCC-
GAGGCCATCGAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCCCGAGGLCCGC-
CGCCCTGAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGTCA-
GAAATTCATGCACAGGCATATTGGAATGCAGGGCGCGCAATGGGGACACATCGGGCAACA-
GAACCAGCTGCTACAGAACCTGAAGTCGGGGCAGCTCCACAGCCAGAGAGTGCTG-
TACCAGCACCTGCACGGGGGTCCTGGCGAGCTCAGGCAGCTTCTCGACTCTTGGCAC-
CACTCAAACTCCCACTCGTACTCAGTGGGGTACTCGCAGCATTGGTTACATTGGCTCAGTTG-
GCACCATTTGTTCTCTTGGTCGAATTGAGTCGCCTTCTTGTAAGTGGTGCAGGCGCT-
CATCGGCTTTTTACAGTTGGGTTTGCAGCTGTAGGACTCCTCGGAACTGGGGCACTC-
CTCGCAGCTGCTCTCACATTGTGGCTCCATGTCATAGATGCTCGGTTTGCTCGGGCTTTGC-
GACTCAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGCTGGTTCACCAGCAG-
GGGCAGCGGCAGCATAAAAAAGCTCGTTACTGATGATACTCTCGCCCTCCATTATCTCGT-
CACACATGCTGTTCCGGATGCTGTTGCTGCTGTAGTTGCACCAGTTGGCGTCCTCGTATATC-
TCTTTGTCGTAGATTGGCGCGTCGCCCTCGTTCTCTTTGGACCTGTACTTGTTTATCTGAC-
CATCACCAGCAGCCTGACCATCCAGAGCGGCCCCAGGATCGTGCAGGCCCAGAGGTG-
GGCCGAGAAGATGAACGGCGAGGCCGGCAGCTACCTGGAGGGCCAGCCCGTGATCA-
GAGTGTTCGGCGCCGCCAGCAGCAGCTTCAGGAGGAGGCTGGACGAGTACATCGGCT-
TTTTGGTCGCCTGGCAGCGCCCCCTCGCTGGGAAGAAGACACTGATGGATTTGGC-
CACTCGGCCCGCCACTTTTCTTTGGCTGATAGCCGCCACTGGTACTCTGCTGGTAGCCACT-
CATAGAATGGACCCCGTGAACCTGCTGCCCTTCATGTTCCTTGGTACAACATTTGGTGC-
CCGCCTCCTTGGGATTGCCTATGGGCTTGGTGGGTTGCGGACAGGGTTGCTGGCCGC-
CCGGCACCTTCAGGTCACTTTGGATGAGACAGAGCTCGCCGTCCGCGAACACCCCCG-
GGAACCACTGGATGGGGAGGCCCCCGCCACCGTCGTATTCGATCACGTCACATTCGGG-
TATCGGCCCGGGGTCCCAGTGATCCAGGACGTGAGCCTGACCTTGCGCCCAGGGACGGT-
GACAGCCTTGGTGGGACCCTCAGGGTCCGGGAAGTCAACCTTGGCCACCCTGCTTGC-
CCGGTTCCACGATGTGGAGCGGGGGGCCATACGCGTGGGGGGGCAGGACATACGGTC-
TCTGGCCGCGGACGAGCTGTATACCCGCGTGGGTTTCGTGCTGCAGGAGGC-
CCAGCTTGTGCACGGAACCGCCGCAGAGAATATAGCACTGGCCGTGCCAGACGCCCCAGC-
CGAGCAGGTGCAGGTGGCAGCCCGGGAGGCCCAGATTCACGACAGGGTGCTGAGACTC-
CCCGACGGGTATGACACAGTGTTGGGGGCCAATTCCGGCCTGTCTGGTGGCGAGCGGCA-
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GAGATTGACCATTGCCCGGGCCATTCTGGGCGACACCCCCGTGCTTATTCTGGACGAGGC-
CACCGCCTTCGCCGACCCCGAGTCAGAGTACCTGGTGCAGCAGGCCCTGAACAGACT-
GACCAGGGACAGGACCGTGCTGGTGATCGCCCACAGGCTGCACACCATCACCAGGGLCC-
GACCAGATCGTGGTGCTGGACCACGGCAGGATTGTGGAGCGGGGGACCCACGAG-
GAGCTTCTGGCTGCCGGAGGCAGATATTGTCGCCTGTGGGATACCGGCCAGGGCTCACG-
GGTTGCCGTGGCCGCCGCCCAAGACGGCACCAGAGGCGGCATTGTGGGCATTGTGGC-
CGGCCTGGCTGTCCTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAG-
GAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGT-
GCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCTCTAGAGAACCCGC-
CACCATGGACGCAATGAAACGGGGACTGTGCTGCGTGCTGCTGCTGTGTGGCGCCGT-
GTTCGTGTCCCCCATGTCCTACATGATTGCCACCCCAGCCGCCCTGACCGCCGCCGCCAC-
CGACATTGACGGCATTGGCTCCGCCGTGTCAGTGGCCAATGCAGCCGCAGTGGCCGCAA-
CAACCGGAGTGCTGGCAGCCGGAGGCGACGAAGTGCTGGCCGCCATTGCCCGCCTTTT-
CAACGCCAACGCCGAGGAGTACCACGCCCTGTCCGCCCAGGTGGCCGCCTTCCAGAC-
CCTGTTCGTGCGCACCCTGACCGGCGGCTGCGGCGTGTTCAGAAGAAGACGCGGCA-
GACAGTGCGTGACCGCCGCCGAGCACAGAGLCCGLLGGLGLLGGLLCGGLCGLCCAGLGLCA-
GAAGAAGATCCGGAGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCG-
GCGGCCAGCCCGAGTTCAGACAGCACTCCGAGCACAGGAGAGGLCGGLCGGLGGLT-
CAATCGTGGGCATTGTTGCCGGCCTGGCTGTCCTGGCAGTTGTGGTCATCGGAGCTGTG-
GTCGCTACTGTGATGTGTCGCAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCT-
TAATAGGCTGGAGCCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTG-
GTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAG-
GAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATGAGCTGGAGCCTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCC-
CCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTG-
GGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20636108512628626 AT Rati0:0.4117867165575304
T/U Ratio:0.20542563143124415 GC Rati0:0.5882132834424696
G Ratio:0.30851262862488305 MFE:-2230
C Ratio:0.27970065481758655 Score:0.6431042533429341
5 MFE:-12.899999618530273 CAI:0.7496419737048421
Output 8

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGACGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUAAGUCCGAUGUUGUG-
GCAUGCUAUGCCGCCGGAAUUGAAUACAGCGCGGCUUVAUGGCUGGAGCUGGUCCG-
GCUCCUAUGCUCGCUGCAGCGGCUGGGUGGCAAACAUUGAGUGCUGCAUUGGAUG-
CACAAGCAGUUGAAUUGACAGCGCGGCUCAAUUCUCUCGGUGAAGCAUGGACUGGGG-
GUGGAAGUGAUAAAGCACUUGCAGCUGCUACUCCUAUGGUUGUAUGGCUCCAAACAGCU-
UCUACUCAAGCCAAAACACGGGCGAUGCAAGCGACUGCACAAGCGGCUGCGUAUA-
CACAAGCAAUGGCUACAACUCCGUCAUUGCCUGAAAUUGCGGCUAAUCAUAUAACG-
CAAGCUGUACUUACAGCAACGAAUUUCUUCGGCAUCAACACCAUCCCCAUCGCCCUGAC-
CGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCGCCCUGGCCAUGGAG-
GUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAACUUGAACCGAUG-
GCAAGUAUAUUGGAUCCUGGGGCAUCCCAAAGUACUACUAAUCCUAUAUUUGGUAUGC-
CUUCCCCGGGAUCAUCCACGCCUGUCGGGCAACUUCCGCCUGCGGCUACACAAACGCU-
UGGACAGCUCGGGGAAAUGAGUGGACCUAUGCAACAAUUGACGCAACCUUUGCAA-
CAAGUAACUUCAUUGUUUUCCCAAGUUGGUGGAACGGGGGGUGGAAAUCCUGCAGAU-
GAAGAAGCGGCACAGAUGGGGUUGCUUGGAACGAGUCCUUUGUCAAAUCAUCCU-
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CUCGCUGGAGGAUCAGGACCUUCUGCGGGGGCAGGACUCCUCCGGGCUGAAUCCU-
UGCCUGGGGCGGGAGGGUCUCUCACACGCACGCCUCUCAUGUCUCAGCUUAUA-
GAGAAACCAGUUGCACCUUCAGUUAUGCCAGCAGCUGCAGCUGGAAGUUCAGCUACG-
GGAGGUGCGGCUCCUGUAGGGGCUGGAGCAAUGGGUCAGGGUGCACAGUCUGGAG-
GGAGUACACGACCGGGUCUCGUUGCUCCUGCACCAUUGGCUCAGGAACGCGAAGAA-
GAUGAUGAAGAUGAUUGGGAUGAAGAAGAUGAUUGGGGGGGGGGAGGGUCCAUUGUUG-
GAAUUGUUGCUGGCCUGGCUGUCCUCGCAGUUGUGGUCAUCGGAGCUGUG-
GUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACU-
CUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCU-
UAAUAAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGGCU-
CUGUUGUGUACUUCUCCUUUGUGGUGCAGUAUUUGUCUCCCCUAUGGCACGGGGACU-
UCAGGGGGUCAUGCUUCGCUCAUUUGGCGCACGAGAUCAUACGGCGACCGUCAUC-
GAGACCAUCAGCAUUGCUCCCCAUUUUGUCCGGGUUCGAAUGGUCUCACCAACACU-
UUUUCAGGAUGCGGAAGCGGAACCAGCAGCUUGGUUGCGAUUUUGGUUUCCUGAUC-
CUAACGGCAGCAAUACUGAAUUUCAGCGAGCGUAUACGAUAUCUGAAGCG-
GAUCCAGCAGCGGGGCGGUUUGCGGUUGAUGUUGUUUUGCAUGAUCCAGCAGGUC-
CUGCAUCAUCUUGGGCACGGACAGUAAAACCAGGGGCGACUAUUGCUGUAAUGAGCCU-
GAUGGGCUCCAGCAGGUUCGACGUGCCCGAGGAGCAGCCCGLCCGGCUACCUGCU-
GAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGACCGUGCCCAAC-
GACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACACCCUGAuUcCccece-
CUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGACGAGAAGAGC-
CUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUGGGLCCACcece-
GAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGUUCGGCUUcCCe-
CAAGAGUGAAAUUCAUGCUCAGGCUUAUUGGAAUGCGGGGCGGGCUAUGGGUA-
CACAUCGCGCAACUGAACCAGCGGCGACAGAACCAGAAGUCGGGGCAGCCCCACAGCCA-
GAAUCCGCAGUCCCAGCUCCUGCACGCGGGUCUUGGCGAGCACAGGCUGCAAGUCGC-
CUUCUUGCACCACUUAAAUUGCCACUCGUUCUUUCAGGGGUUUUGGCAGCU-
CUCGUAACUCUCGCACAGCUCGCUCCAUUUGUACUUUUGGUUGAAUUGAGUCGAU-
UGCUCGUCUCAGGUGCAGGGGCUCAUCGCCUCUUUACUGUCGGUUUUGCUGCAGUAG-
GGCUGCUCGGAACAGGAGCUCUCCUUGCAGCAGCUCUUACACUCUGGCUCCAUGUCAU-
UGAUGCACGCUUCGCUCGAGCUCUCAGACUCAGGCUGCUGAGCAAGCU-
GAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCG-
GCAGCAUAAAAAAGCUCGUAACUGAUGAUACACUCGCUCUCCAUUAUCUUGUUACU-
CAUGCCGUCCCAGAUGCUGUAGCUGCUGUAGUCGCUCCAGUUGGAGUACUCGUCUAU-
CUCUUUGUCGUUGAUUGGCGAGUCGCCUUGGUUCUCUUUGGUCCAGUCCUGGUUUAU-
CUGACCAUCACCUCAAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCA-
GAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGU-
GAUCAGAGUGUUCGGCGCCGCCAGCAGCAGCUUCAGGCGGAGGCUGGACGAGUA-
CAUAGGCUUUCUGGUCGCCUGGCAGCGGCCCCUGGCCGGAAAGAAGACAUUGAUGGAC-
CUGGCCACUCGGCCCGCCACUUUUUUGUGGCUUVAUUGCUGCUACUGGUACUCUGCUG-
GUCGCCACUCAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUGGGUACGA-
CAUUUGGGGCCCGCCUUCUCGGGAUAGCAUAUGGUUUGGGGGGGUUGCGGACUGGU-
CUCUUGGCCGCCCGCCACUUGCAGGUCACUCUUGAUGAAACCGAGUUGGLCCGUGLCGC-
GAGCACCCUCGAGAGCCCCUUGAUGGGGAGGCCCCCGCCACAGUCGUCUUCGAU-
CACGUCACAUUCGGGUAUCGGCCCGGUGUACCAGUCAUCCAGGACGUGAGCCUGACCU-
UGCGCCCCGGGACCGUGACAGCCCUUGUGGGUCCGUCCGGAUCUGGGAAGUCAAC-
CCUCGCCACCCUCUUGGCCCGGUUCCACGAUGUGGAGCGAGGGGCCAUUCGAGUG-
GGGGGGCAGGACAUACGCUCUCUGGCCGCCGAUGAGUUGUAUACCCGAGUGGGAU-
UCGUGCUGCAGGAGGCCCAGCUGGUGCACGGUACCGCAGCCGAGAAUAUAGCCCUUGC-
CGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCAGCCCGCGAGGCCCAGAUUCAC-
GACAGGGUGCUGAGACUGCCAGACGGCUAUGACACAGUGCUGGGGGCCAAUUCCG-
GGCUUUCCGGUGGGGAGCGGCAGCGCCUGACCAUUGCCCGGGCCAUUCUUGGCGA-
CACCCCCGUGCUGAUUCUGGACGAGGCCACUGCCUUCGCCGACCCCGAGUCC-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGAC-
CACGGCAGAAUUGUGGAGCGCGGCACCCACGAGGAGCUGCUGGCUGCCGGAGGC-
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CGCUAUUGUCGGCUGUGGGACACCGGCCAAGGCUCCCGGGUUGLCLcGUGGLLGLLae-
CCAGGAUGGCACCCGCGGCGGCAUUGUGGGCAUUGUGGLCUGGLCLCUGGLCCGUCUUG-
GCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUAGGCUGGAGCCUCCAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGCGGLCCUGUGUUGCGUGLCUGCUGUUGUGCGGLGC-
CGUGUUCGUGUCCCCAAUGUCCUACAUGAUUGCCACCCLCCGLCLGLCcCUGALCeaGeeae-
CGCCACCGACAUUGACGGAAUUGGCUCCGCAGUGUCCGUGGCCAAUGCCGCAGCAGUG-
GCCGCAACAACAGGAGUGCUGGCCGCCGGAGGCGACGAGGUGLCUGGLCGC-
CAUCGCCAGACUGUUCAACGCCAACGCCGAAGAGUACCACGCCCcUGUCCGLCCCAGGUG-
GCCGCCUUCCAGACCCUGUUUGUGAGAACCCUGACCGGLCGGLLUGLCGGLCGUGUUCCG-
GAGACGGAGAGGCAGACAGUGCGUGACCGCCGCCGAGCACAGAGLCLCGLLaGeaeCa-
GCAGAAGACAGCGGAGAAGAAGAAGUGGCGACGGCCAGUGGAGACUGAGACAGCA-
GAGACACUUCGGCUGCGGCGGCCAGCCCGAGUUCCGCCAGCACUCCGAGCACCG-
GAGAGGCGGCGGCGGCAGUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCUUGGCAGU-
UGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUG-
GAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCUCUGACAGUGCCCAGGGCUCUGAU-
GUGUCUCUCACAGCUUGAUGAGCUGGAGCCAGCAUCGUGGGCAUUGUUGCUGGCCUG-
GCUGUCCUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAG-
GAAGAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGACGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTAAGTCCGATGTTGTGGCATGCTATGCCGCCGGAATTGAATACAGCGCG-
GCTTATGGCTGGAGCTGGTCCGGCTCCTATGCTCGCTGCAGCGGCTGGGTGGCAAA-
CATTGAGTGCTGCATTGGATGCACAAGCAGTTGAATTGACAGCGCGGCTCAATTCTCTCG-
GTGAAGCATGGACTGGGGGTGGAAGTGATAAAGCACTTGCAGCTGCTACTCCTATGGTTG-
TATGGCTCCAAACAGCTTCTACTCAAGCCAAAACACGGGCGATGCAAGCGACTG-
CACAAGCGGCTGCGTATACACAAGCAATGGCTACAACTCCGTCATTGCCTGAAATTGCGGC-
TAATCATATAACGCAAGCTGTACTTACAGCAACGAATTTCTTCGGCATCAACACCATCCC-
CATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGCCCTGGCCATG-
GAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAACTTGAACCGATG-
GCAAGTATATTGGATCCTGGGGCATCCCAAAGTACTACTAATCCTATATTTGGTATGCCTTC-
CCCGGGATCATCCACGCCTGTCGGGCAACTTCCGCCTGCGGCTACACAAACGCTTG-
GACAGCTCGGGGAAATGAGTGGACCTATGCAACAATTGACGCAACCTTTGCAACAAG-
TAACTTCATTGTTTTCCCAAGTTGGTGGAACGGGGGGTGGAAATCCTGCAGATGAA-
GAAGCGGCACAGATGGGGTTGCTTGGAACGAGTCCTTTGTCAAATCATCCTCTCGCTG-
GAGGATCAGGACCTTCTGCGGGGGCAGGACTCCTCCGGGCTGAATCCTTGCCTGGGGCG-
GGAGGGTCTCTCACACGCACGCCTCTCATGTCTCAGCTTATAGAGAAACCAGTTGCAC-
CTTCAGTTATGCCAGCAGCTGCAGCTGGAAGTTCAGCTACGGGAGGTGCGGCTCCTGTAG-
GGGCTGGAGCAATGGGTCAGGGTGCACAGTCTGGAGGGAGTACACGACCGGGTC-
TCGTTGCTCCTGCACCATTGGCTCAGGAACGCGAAGAAGATGATGAAGATGATTGGGAT-
GAAGAAGATGATTGGGGGGGGGGAGGGTCCATTGTTGGAATTGTTGCTGGCCTGGCTGTC-
CTCGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAATAAGCTGGAGCCAGTAGAGAACCCGCCAC-
CATGGACGCAATGAAGAGAGGGCTCTGTTGTGTACTTCTCCTTTGTGGTGCAGTATTTGTC-
TCCCCTATGGCACGGGGACTTCAGGGGGTCATGCTTCGCTCATTTGGCGCACGAGATCAT-
ACGGCGACCGTCATCGAGACCATCAGCATTGCTCCCCATTTTGTCCGGGTTCGAATGGTCT-
CACCAACACTTTTTCAGGATGCGGAAGCGGAACCAGCAGCTTGGTTGCGATTTTGGTTTC-
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CTGATCCTAACGGCAGCAATACTGAATTTCAGCGAGCGTATACGATATCTGAAGCG-
GATCCAGCAGCGGGGCGGTTTGCGGTTGATGTTGTTTTGCATGATCCAGCAGGTCCTGCAT-
CATCTTGGGCACGGACAGTAAAACCAGGGGCGACTATTGCTGTAATGAGCCTGATG-
GGCTCCAGCAGGTTCGACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGC-
GACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCC-
CATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAG-
CACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAG-
GCCATCGAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCLCLCGAGG LEG LG -
CCTGAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGAGT-
GAAATTCATGCTCAGGCTTATTGGAATGCGGGGCGGGCTATGGGTACACATCGCGCAACT-
GAACCAGCGGCGACAGAACCAGAAGTCGGGGCAGCCCCACAGCCAGAATCCGCAGTC-
CCAGCTCCTGCACGCGGGTCTTGGCGAGCACAGGCTGCAAGTCGCCTTCTTGCACCACT-
TAAATTGCCACTCGTTCTTTCAGGGGTTTTGGCAGCTCTCGTAACTCTCG-
CACAGCTCGCTCCATTTGTACTTTTGGTTGAATTGAGTCGATTGCTCGTCTCAGGT-
GCAGGGGCTCATCGCCTCTTTACTGTCGGTTTTGCTGCAGTAGGGCTGCTCG-
GAACAGGAGCTCTCCTTGCAGCAGCTCTTACACTCTGGCTCCATGTCATTGATG-
CACGCTTCGCTCGAGCTCTCAGACTCAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTG-
GGCTGGTTCACCAGCAGGGGCAGCGGCAGCATAAAAAAGCTCGTAACTGATGATA-
CACTCGCTCTCCATTATCTTGTTACTCATGCCGTCCCAGATGCTGTAGCTGCTG-
TAGTCGCTCCAGTTGGAGTACTCGTCTATCTCTTTGTCGTTGATTGGCGAGTCGCCTTG-
GTTCTCTTTGGTCCAGTCCTGGTTTATCTGACCATCACCTCAAGCCTGACCATCCAGAGCG-
GCCCCAGGATCGTGCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCG-
GCAGCTACCTGGAGGGCCAGCCCGTGATCAGAGTGTTCGGCGC-
CGCCAGCAGCAGCTTCAGGCGGAGGCTGGACGAGTACATAGGCTTTCTGGTCGCCTG-
GCAGCGGCCCCTGGCCGGAAAGAAGACATTGATGGACCTGGCCACTCGGCCCGCCACT-
TTTTTGTGGCTTATTGCTGCTACTGGTACTCTGCTGGTCGCCACTCATAGAATGGACCCCGT-
GAACCTGCTGCCCTTCATGTTCCTGGGTACGACATTTGGGGCCCGCCTTCTCGGGATAG-
CATATGGTTTGGGGGGGTTGCGGACTGGTCTCTTGGCCGCCCGCCACTTGCAGGT-
CACTCTTGATGAAACCGAGTTGGCCGTGCGCGAGCACCCTCGAGAGCCCCTTGATGGG-
GAGGCCCCCGCCACAGTCGTCTTCGATCACGTCACATTCGGGTATCGGCCCGGTG-
TACCAGTCATCCAGGACGTGAGCCTGACCTTGCGCCCCGGGACCGTGACAGCCCTTGTG-
GGTCCGTCCGGATCTGGGAAGTCAACCCTCGCCACCCTCTTGGCCCGGTTCCACGATGTG-
GAGCGAGGGGCCATTCGAGTGGGGGGGCAGGACATACGCTCTCTGGCCGCCGAT-
GAGTTGTATACCCGAGTGGGATTCGTGCTGCAGGAGGCCCAGCTGGTGCACGGTAC-
CGCAGCCGAGAATATAGCCCTTGCCGTGCCAGACGCCCCAGCCGAGCAGGTGCAGGTG-
GCAGCCCGCGAGGCCCAGATTCACGACAGGGTGCTGAGACTGCCAGACGGCTATGA-
CACAGTGCTGGGGGCCAATTCCGGGCTTTCCGGTGGGGAGCGGCAGCGCCTGAC-
CATTGCCCGGGCCATTCTTGGCGACACCCCCGTGCTGATTCTGGACGAGGCCACTGC-
CTTCGCCGACCCCGAGTCCGAGTACCTGGTGCAGCAGGCCCTGAACAGACT-
GACCAGGGACAGGACCGTGCTGGTGATCGCCCACAGGCTGCACACCATCACCAGGGLCC-
GACCAGATCGTGGTGCTGGACCACGGCAGAATTGTGGAGCGCGGCACCCACGAGGAGCT-
GCTGGCTGCCGGAGGCCGCTATTGTCGGCTGTGGGACACCGGCCAAGGCTCCCG-
GGTTGCCGTGGCCGCCGCCCAGGATGGCACCCGCGGCGGCATTGTGGGCATTGTGGCTG-
GCCTGGCCGTCTTGGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAG-
GAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGT-
GCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATAGGCTGGAGCCTCCAGAGAACCCGC-
CACCATGGACGCAATGAAGCGCGGCCTGTGTTGCGTGCTGCTGTTGTGCGGCGCCGT-
GTTCGTGTCCCCAATGTCCTACATGATTGCCACCCCCGCCGCCCTGACCGCCGCCGCCAC-
CGACATTGACGGAATTGGCTCCGCAGTGTCCGTGGCCAATGCCGCAGCAGTGGCCGCAA-
CAACAGGAGTGCTGGCCGCCGGAGGCGACGAGGTGCTGGCCGCCATCGCCAGACT-
GTTCAACGCCAACGCCGAAGAGTACCACGCCCTGTCCGCCCAGGTGGCCGCCTTCCA-
GACCCTGTTTGTGAGAACCCTGACCGGCGGCTGCGGCGTGTTCCGGAGACGGAGAGGCA-
GACAGTGCGTGACCGCCGCCGAGCACAGAGCCGLCCGGCGLCLCGGCAGAAGACAGCG-
GAGAAGAAGAAGTGGCGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCG-
GCGGCCAGCCCGAGTTCCGCCAGCACTCCGAGCACCGGAGAGGLCGGLGGLG-
GCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTCTTGGCAGTTGTGGTCATCGGAGCT-
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GTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCTCTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGAT-
GAGCTGGAGCCAGCATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGT-
CATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAG-
GGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATGAGCTGGAGCCTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCC-
CCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTG-

GGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters
A Ratio:0.20673526660430308 AT Rati0:0.41216089803554734
T/U Ratio:0.20542563143124415 GC Rati0:0.5878391019644527
G Ratio:0.30851262862488305 MFE:-2240.300048828125
C Ratio:0.27932647333956967 Score:0.6430130207903054
5 MFE:-12.100000381469727 CAI:0.7496233653960439
Output 9

RNA Sequence:

AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGAUGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUUCACCGAUGCUUUG-
GCAUGCGAUGCCGCCAGAACUUAAUACAGCGCGCUUGAUGGCUGGUGCAGGUC-
CUGCGCCUAUGCUUGCAGCGGCGGCGGGAUGGCAAACUCUCAGUGCAGCGCUU-
GAUGCGCAAGCGGUCGAAUUGACGGCACGGCUCAAUUCAUUGGGAGAAGCGUGGACG-
GGUGGAGGGUCCGAUAAGGCUUUGGCUGCGGCGACACCGAUGGUAGUAUGGCUC-
CAAACAGCUAGUACUCAGGCAAAAACACGAGCUAUGCAAGCGACUGCU-
CAAGCUGCAGCUUAUACACAAGCGAUGGCUACGACACCGUCUCUCCCUGAAAUUGCCGC-
GAAUCAUAUAACGCAAGCAGUUUUGACAGCGACGAAUUUCUUCGGCAUCAACACCAUC-
CCCAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCGCCCUG-
GCCAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAAUUGGAAC-
CGAUGGCAUCAAUAUUGGAUCCUGGUGCGUCACAAUCAACAACGAAUCCGAUUUUUG-
GGAUGCCGUCCCCUGGAUCUAGUACGCCAGUCGGGCAACUUCCUCCGGCAGCAACU-
CAAACAUUGGGGCAACUCGGAGAAAUGUCUGGUCCAAUGCAACAAUUGACGCAACCU-
CUCCAACAAGUCACGAGUCUCUUUUCUCAGGUAGGGGGGACUGGUGGGGGAAAUC-
CUGCGGAUGAAGAAGCGGCGCAAAUGGGACUUCUUGGUACAUCACCUUUGUCAAAU-
CAUCCUCUCGCAGGUGGUAGUGGACCUUCUGCUGGAGCAGGUUUGCUCCGGGCA-
GAAUCCUUGCCUGGUGCUGGUGGGUCCCUCACGCGAACACCUCUCAUGAGUCAGUU-
GAUAGAAAAACCUGUCGCGCCAUCCGUUAUGCCGGCAGCCGLCUGLCGGGUUCUUCCG-
CAACAGGAGGAGCAGCACCAGUAGGAGCAGGAGCAAUGGGACAGGGUGCACAGAGUG-
GUGGAAGUACGCGACCUGGACUCGUAGCUCCAGCUCCACUCGCACAGGAACGAGAA-
GAAGAUGAUGAAGAUGAUUGGGAUGAGGAAGAUGAUUGGGGUGGUGGAGGUUCCAU-
UGUCGGUAUUGUUGCUGGCCUGGCUGUCCUUGCAGUUGUGGUCAUCGGAGCUGUG-
GUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCUGGUGGAAAAGGAGGGAGCUACU-
CUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCU-
UAAUAGGCUGGAGCCUCUAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAGGGU-
UGUGUUGUGUUUUGUUGUUGUGUGGUGCUGUCUUUGUUUCCCCUAUGGCACGGGG-
GCUUCAGGGUGUCAUGUUGCGCUCCUUUGGAGCACGGGAUCAUACUGCAACUGUAAUC-
GAGACCAUCUCAAUUGCUCCUCAUUUUGUUCGGGUACGCAUGGUCAGUCCUACUCU-
UUUUCAGGACGCUGAAGCUGAACCUGCUGCAUGGCUCCGGUUUUGGUUUCCUGAUC-
CUAACGGCAGCAAUACUGAAUUUCAGCGCGCAUAUACAAUUUCAGAAGCAGAUC-
CUGCAGCAGGACGGUUUGCAGUUGAUGUAGUCUUGCAUGAUCCAGCG-
GGUCCAGCAAGUUCUUGGGCUCGCACUGUUAAACCAGGAGCUACUAUUGCUGUCAU-
GAGCCUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAG CCeaGeCG-
GCUACCUGCUGAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGAC-
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CGUGCCCAACGACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACAC-
CCUGAUCCCCCUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGAC-
GAGAAGAGCCUGGCCGAGGCCAUCGAGAACAGGGACUGGAGCGACUGGUACGCCUG-
GGCCACCCCCGAGGCCGCCGCCCUGAAGUGCGUGAGAGUGAGGCUGAGGGACGAGU-
UCGGCUUCCCCAAGUCUGAAAUUCAUGCUCAGGCUUAUUGGAAUGCAGGUCGGG-
CAAUGGGGACUCAUCGGGCAACUGAACCAGCAGCUACAGAACCAGAAGUUG-
GGGCAGCUCCACAGCCAGAAUCUGCUGUUCCAGCACCAGCUCGAGGGUCUUGGCGCG-
CACAGGCAGCAAGUCGCUUGCUUGCACCACUUAAACUCCCACUCGUCCUCUCAGGGGU-
UCUCGCUGCACUUGUCACUCUUGCACAGCUCGCUCCUUUUGUUCUUCUUGUUGAACU-
CUCCCGACUUUUGGUCUCAGGAGCUGGGGCUCAUCGCCUCUUUACAGUAGGGU-
UUGCUGCUGUUGGACUCCUUGGGACAGGGGCUCUCCUCGCUGCUGCUCUUACACU-
CUGGCUCCAUGUUAUAGAUGCUCGGUUUGCUCGCGCUUUGCGCCUUAGGCUGCUGAG-
CAAGCUGAGCAGGCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCG-
GCAGCAUAAAAAAACUCGUCACAGAUGAUACCCUUGCACUCCAUUVAUUUGGUCACU-
CAUGCUGUUCCCGAUGCUGUAGCCGCUGUCGUAGCUCCAGUCGGAGUUCUUGUCUAU-
CUCUUUGUAGUCGAUUGGCGCGUUGCUCUCGUCCUGUUUGGACCUGUUCUGGUCUAU-
CUCACCAUCACCAGCAGCCUGACCAUCCAGAGCGGCCCCAGGAUCGUGCAGGCCCA-
GAGGUGGGCCGAGAAGAUGAACGGCGAGGCCGGCAGCUACCUGGAGGGCCAGCCCGU-
GAUCAGAGUGUUCGGCGCCGCCAGCAGCAGCUUCCGGCGAAGGCUGGACGAGUA-
CAUCGGCUUUCUCGUAGCUUGGCAGCGGCCCUUGGCCGGGAAGAAGACUCUUAUGGAU-
CUUGCCACUCGACCCGCCACAUUUUUGUGGCUUAUUGCCGCCACUGGGACUCUUCU-
UGUAGCCACUCAUAGAAUGGACCCCGUGAACCUGCUGCCCUUCAUGUUCCUCGGGA-
CAACUUUCGGGGCCCGCCUUUUGGGGAUAGCCUAUGGGCUCGGGGGGUUGCGGACG-
GGGCUUCUCGCCGCCCGGCACCUGCAGGUAACUUUGGAUGAGACAGAG CUUGCCGUC-
CGGGAACACCCCCGGGAGCCCUUGGAUGGGGAGGLCCCCCGCCACCGUAGUAUUCGAU-
CACGUCACAUUCGGUUAUCGACCAGGGGUCCCAGUGAUCCAGGACGUGAGCCUGAC-
CCUGCGGCCAGGGACCGUGACAGCCUUGGUGGGGCCCUCCGGAUCAGGGAAGUCAAC-
CCUGGCCACCCUGUUGGCCCGAUUCCACGACGUGGAGCGAGGGGCCAUACGCGUG-
GGGGGGCAGGACAUACGCAGUCUUGCCGCCGAUGAGCUGUAUACCCGCGUGGGGU-
UCGUGCUUCAAGAGGCCCAGCUGGUGCACGGGACCGCCGCCGAGAAUAUUGCGCUG-
GCCGUGCCAGACGCCCCAGCCGAGCAGGUGCAGGUGGCAGCAAGAGAGGCCCAGAUA-
CACGACAGGGUGCUGAGACUGCCCGACGGCUAUGACACAGUGCUGGGCGCCAAUUCCG-
GGCUGUCCGGCGGAGAGCGACAGCGGUUGACUAUUGCCCGCGCCAUUCUGGGGGA-
CACCCCCGUGCUGAUUCUGGACGAGGCCACCGCCUUCGCCGAUCCCGAGAGC-
GAGUACCUGGUGCAGCAGGCCCUGAACAGACUGACCAGGGACAGGACCGUGCUGGU-
GAUCGCCCACAGGCUGCACACCAUCACCAGGGCCGACCAGAUCGUGGUGCUGGAC-
CACGGCAGAAUUGUGGAGCGCGGCACCCACGAAGAGCUGCUGGCCGCCGGAGGC-
CGCUAUUGUCGCCUGUGGGACACCGGCCAGGGCUCAAGAGUGGCAGUUGCCGC-
CGCUCAGGACGGCACCCGGGGCGGCAUUGUGGGCAUUGUGGLCUGGLCCUGGCCGUC-
CUGGCCGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGUGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCAGUAGAGAACCCGC-
CACCAUGGACGCAAUGAAGCGCGGCCUGUGLCUGCGUCCUGCUGCUGUGUGGLCGLC-
CGUGUUCGUGUCCCCCAUGUCCUACAUGAUUGCCACCCCUGCCGLCLCCUGALCCGLeae-
CGCAACCGACAUUGACGGAAUUGGCUCCGCAGUGUCCGUGGCCAAUGCCGCCGCAGUG-
GCCGCCACCACAGGAGUGCUUGCCGCCGGAGGCGACGAGGUGCUGGCCGCAAUAGC-
CCGGCUGUUCAACGCCAACGCCGAGGAGUACCACGCCcCUGUCCGLCcCcAGGUGGeeae-
CUUCCAGACACUGUUCGUGAGAACCCUGACCGGCGGCUGCGGCGUGUUCAGAAGACG-
GAGAGGCAGACAGUGCGUGACCGCCGCCGAGCACCGGGLCCGLCCGGLCGCCGGCAGACG-
GCAGAGAAGAAGAAGAUCCGGCGACGGCCAGUGGAGACUGAGACAGCAGAGACACU-
UUGGCUGCGGCGGCCAGCCAGAGUUCAGGCAGCACUCCGAGCACAGACGAGGLCGGCG-
GCGGCUCCAUCGUGGGCAUUGUUGCAGGCCUGGCUGUGCUGGCUGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGAAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUAAUGAGCUGGAGCCUCAAUCGUGGGCAUUGUUGCUGGCCUGGCUGUC-
CUAGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAA-
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GAGCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGC-
CCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCU-
UCUUGCCCCUUGGGCCUCCCCCCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCC-
CGUGGUCUUUGAAUAAAGUCUGAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA,

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGATGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTTCACCGATGCTTTGGCATGCGATGCCGCCAGAACTTAAT-
ACAGCGCGCTTGATGGCTGGTGCAGGTCCTGCGCCTATGCTTGCAGCGGCGGCGGGATG-
GCAAACTCTCAGTGCAGCGCTTGATGCGCAAGCGGTCGAATTGACGGCACGGCT-
CAATTCATTGGGAGAAGCGTGGACGGGTGGAGGGTCCGATAAGGCTTTGGCTGCGGCGA-
CACCGATGGTAGTATGGCTCCAAACAGCTAGTACTCAGGCAAAAACACGAGCTATGCAAGC-
GACTGCTCAAGCTGCAGCTTATACACAAGCGATGGCTACGACACCGTCTCTCCCT-
GAAATTGCCGCGAATCATATAACGCAAGCAGTTTTGACAGCGACGAATTTCTTCGGCATCAA-
CACCATCCCCATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGC-
CCTGGCCATGGAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAATTG-
GAACCGATGGCATCAATATTGGATCCTGGTGCGTCACAATCAACAACGAATCCGATTTTTG-
GGATGCCGTCCCCTGGATCTAGTACGCCAGTCGGGCAACTTCCTCCGGCAGCAACTCAAA-
CATTGGGGCAACTCGGAGAAATGTCTGGTCCAATGCAACAATTGACGCAACCTCTCCAA-
CAAGTCACGAGTCTCTTTTCTCAGGTAGGGGGGACTGGTGGGGGAAATCCTGCGGATGAA-
GAAGCGGCGCAAATGGGACTTCTTGGTACATCACCTTTGTCAAATCATCCTCTCGCAGGTG-
GTAGTGGACCTTCTGCTGGAGCAGGTTTGCTCCGGGCAGAATCCTTGCCTGGTGCTGGTG-
GGTCCCTCACGCGAACACCTCTCATGAGTCAGTTGATAGAAAAACCTGTCGCGCCATCCGT-
TATGCCGGCAGCCGCTGCGGGTTCTTCCGCAACAGGAGGAGCAGCACCAGTAG-
GAGCAGGAGCAATGGGACAGGGTGCACAGAGTGGTGGAAGTACGCGACCTGGACTCG-
TAGCTCCAGCTCCACTCGCACAGGAACGAGAAGAAGATGATGAAGATGATTGGGATGAG-
GAAGATGATTGGGGTGGTGGAGGTTCCATTGTCGGTATTGTTGCTGGCCTGGCTGTC-
CTTGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCTG-
GTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGAT-
GTGTCTCTCACAGCTTAATAGGCTGGAGCCTCTAGAGAACCCGCCACCATGGACGCAAT-
GAAGAGAGGGTTGTGTTGTGTTTTGTTGTTGTGTGGTGCTGTCTTTGTTTCCCCTATG-
GCACGGGGGCTTCAGGGTGTCATGTTGCGCTCCTTTGGAGCACGGGATCATACTGCAACT-
GTAATCGAGACCATCTCAATTGCTCCTCATTTTGTTCGGGTACGCATGGTCAGTCCTACTCT-
TTTTCAGGACGCTGAAGCTGAACCTGCTGCATGGCTCCGGTTTTGGTTTCCTGATCC-
TAACGGCAGCAATACTGAATTTCAGCGCGCATATACAATTTCAGAAGCAGATCCTGCAGCAG-
GACGGTTTGCAGTTGATGTAGTCTTGCATGATCCAGCGGGTCCAGCAAGTTCTTGGGCTCG-
CACTGTTAAACCAGGAGCTACTATTGCTGTCATGAGCCTGATGGGCAGCAGCAGGTTC-
GACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGCGACAGCGCCAGCATC-
CCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCCATCGAGATGTACCTG-
GAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAGCACCCCAGACTGAGGGT-
GAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAGGCCATC-
GAGAACAGGGACTGGAGCGACTGGTACGCCTGGGCCACCCCCGAGGLCLGLeeasecCT-
GAAGTGCGTGAGAGTGAGGCTGAGGGACGAGTTCGGCTTCCCCAAGTCTGAAATTCAT-
GCTCAGGCTTATTGGAATGCAGGTCGGGCAATGGGGACTCATCGGGCAACT-
GAACCAGCAGCTACAGAACCAGAAGTTGGGGCAGCTCCACAGCCAGAATCTGCT-
GTTCCAGCACCAGCTCGAGGGTCTTGGCGCGCACAGGCAGCAAGTCGCTTGCTTGCAC-
CACTTAAACTCCCACTCGTCCTCTCAGGGGTTCTCGCTGCACTTGTCACTCTTG-
CACAGCTCGCTCCTTTTGTTCTTCTTGTTGAACTCTCCCGACTTTTGGTCTCAGGAGCTG-
GGGCTCATCGCCTCTTTACAGTAGGGTTTGCTGCTGTTGGACTCCTTG-
GGACAGGGGCTCTCCTCGCTGCTGCTCTTACACTCTGGCTCCATGTTATAGATGCTCGGT-
TTGCTCGCGCTTTGCGCCTTAGGCTGCTGAGCAAGCTGAGCAGGCTGCCCCTGGGCTG-
GTTCACCAGCAGGGGCAGCGGCAGCATAAAAAAACTCGTCACAGATGATACCCTTGCACTC-
CATTATTTGGTCACTCATGCTGTTCCCGATGCTGTAGCCGCTGTCGTAGCTCCAGTCG-
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GAGTTCTTGTCTATCTCTTTGTAGTCGATTGGCGCGTTGCTCTCGTCCTGTTTGGACCT-
GTTCTGGTCTATCTCACCATCACCAGCAGCCTGACCATCCAGAGCGGCCCCAGGATCGT-
GCAGGCCCAGAGGTGGGCCGAGAAGATGAACGGCGAGGCCGGCAGCTACCTGGAG-
GGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCAGCAGCAGCTTCCGGCGAAGGCTG-
GACGAGTACATCGGCTTTCTCGTAGCTTGGCAGCGGCCCTTGGCCGGGAAGAAGACTCT-
TATGGATCTTGCCACTCGACCCGCCACATTTTTGTGGCTTATTGCCGCCACTG-
GGACTCTTCTTGTAGCCACTCATAGAATGGACCCCGTGAACCTGCTGCCCTTCATGTTC-
CTCGGGACAACTTTCGGGGCCCGCCTTTTGGGGATAGCCTATGGGCTCGGGGGGTTGCG-
GACGGGGCTTCTCGCCGCCCGGCACCTGCAGGTAACTTTGGATGAGACAGAGCTTGC-
CGTCCGGGAACACCCCCGGGAGCCCTTGGATGGGGAGGCCCCCGCCACCGTAGTATTC-
GATCACGTCACATTCGGTTATCGACCAGGGGTCCCAGTGATCCAGGACGTGAGCCTGAC-
CCTGCGGCCAGGGACCGTGACAGCCTTGGTGGGGCCCTCCGGATCAGGGAAGTCAAC-
CCTGGCCACCCTGTTGGCCCGATTCCACGACGTGGAGCGAGGGGCCATACGCGTGGGG-
GGGCAGGACATACGCAGTCTTGCCGCCGATGAGCTGTATACCCGCGTGGGGTTCGT-
GCTTCAAGAGGCCCAGCTGGTGCACGGGACCGCCGCCGAGAATATTGCGCTGGCCGT-
GCCAGACGCCCCAGCCGAGCAGGTGCAGGTGGCAGCAAGAGAGGCCCAGATACAC-
GACAGGGTGCTGAGACTGCCCGACGGCTATGACACAGTGCTGGGCGCCAATTCCGGGCT-
GTCCGGCGGAGAGCGACAGCGGTTGACTATTGCCCGCGCCATTCTGGGGGACACCCC-
CGTGCTGATTCTGGACGAGGCCACCGCCTTCGCCGATCCCGAGAGCGAGTACCTGGT-
GCAGCAGGCCCTGAACAGACTGACCAGGGACAGGACCGTGCTGGTGATCGCC-
CACAGGCTGCACACCATCACCAGGGCCGACCAGATCGTGGTGCTGGACCACGGCA-
GAATTGTGGAGCGCGGCACCCACGAAGAGCTGCTGGCCGCCGGAGGCCGCTATTGTCGC-
CTGTGGGACACCGGCCAGGGCTCAAGAGTGGCAGTTGCCGCCGCTCAGGACGGCAC-
CCGGGGCGGCATTGTGGGCATTGTGGCTGGCCTGGCCGTCCTGGCCGTTGTGGTCATCG-
GAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGAT-
GAGCTGGAGCCAGTAGAGAACCCGCCACCATGGACGCAATGAAGCGCGGCCTGTGCT-
GCGTCCTGCTGCTGTGTGGCGCCGTGTTCGTGTCCCCCATGTCCTACATGATTGCCAC-
CCCTGCCGCCCTGACCGCCGCCGCAACCGACATTGACGGAATTGGCTCCGCAGTGTC-
CGTGGCCAATGCCGCCGCAGTGGCCGCCACCACAGGAGTGCTTGCCGCCGGAGGCGAC-
GAGGTGCTGGCCGCAATAGCCCGGCTGTTCAACGCCAACGCCGAGGAGTACCACGCCCT-
GTCCGCCCAGGTGGCCGCCTTCCAGACACTGTTCGTGAGAACCCTGACCGGCGGLCTGCG-
GCGTGTTCAGAAGACGGAGAGGCAGACAGTGCGTGACCGCCGCCGAGCACCGGGLLGE-
CGGCGCCGGCAGACGGCAGAGAAGAAGAAGATCCGGCGACGGCCAGTGGAGACT-
GAGACAGCAGAGACACTTTGGCTGCGGCGGCCAGCCAGAGTTCAGGCAGCACTCCGAG-
CACAGACGAGGCGGCGGCGGCTCCATCGTGGGCATTGTTGCAGGCCTGGCTGTGCTG-
GCTGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGAAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAATGAGCTGGAGCCTCAATCGTGGG-
CATTGTTGCTGGCCTGGCTGTCCTAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGT-
GATGTGTAGGAGGAAGAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCT-
GCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGC-
CTCGGTGGCCTAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTG-
CACCCGTACCCCCGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters

A Ratio:0.20710944808231993 AT Ratio:0.41253507951356405
T/U Ratio:0.20542563143124415 GC Ratio:0.587464920486436
G Ratio:0.307577174929841 MFE:-2220.5

C Ratio:0.27988774555659496 Score:0.6426744525579702

5 MFE:-12.899999618530273 CAI:0.7500853943037809
Output 10
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RNA Sequence:
AGGAAUAAACUAGUAUUCUUCUGGUCCCCACAGACUCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAAUGGAUGCAAUGAAAAGAGGC-
CUGUGCUGCGUGCUGCUGCUGUGCGGCGCCGUGUUUGUUUCCCCUAUGCUUUG-
GCAUGCGAUGCCGCCUGAAUUGAAUACAGCGCGGCUCAUGGCAGGCGLCGGGGLC-
CUGCGCCGAUGCUUGCUGCUGCUGCUGGAUGGCAAACACUUUCAGCAGCGUUGGAUG-
CACAAGCUGUUGAAUUGACAGCACGCCUCAAUAGUCUCGGUGAAGCGUGGACGGGAG-
GUGGGUCAGAUAAAGCUCUCGCGGCUGCGACUCCGAUGGUUGUUUGGUUG-
CAAACUGCUAGUACGCAAGCAAAAACGCGGGCAAUGCAAGCGACGGCUCAAGCGGCG-
GCGUAUACGCAAGCAAUGGCAACUACUCCGUCUUUGCCUGAAAUAGCGGCAAAU-
CAUAUAACACAAGCUGUUCUCACUGCUACUAAUUUCUUCGGCAUCAACACCAUCCC-
CAUCGCCCUGACCGAGAUGGACUACUUCAUCAGAAUGUGGAACCAGGCCCGececuaae-
CAUGGAGGUGUACCAGGCCGAGACCGCCGUGAACACCCUGUUCGAGAAACUCGAACC-
GAUGGCGUCCAUAUUGGAUCCAGGAGCGAGUCAAUCUACUACUAAUCCGAUUUUUG-
GGAUGCCUUCACCGGGAUCAUCCACGCCGGUCGGUCAACUCCCUCCUGCAGCGACU-
CAAACGUUGGGGCAGUUGGGGGAAAUGAGUGGACCGAUGCAACAAUUGACUCAACCU-
CUCCAACAAGUAACAUCACUCUUUUCACAAGUAGGAGGGACAGGGGGAGGUAAUC-
CUGCUGAUGAAGAAGCUGCACAGAUGGGUCUUCUCGGAACAUCCCCUCUCAGUAAU-
CAUCCUCUUGCUGGAGGUUCAGGACCUUCCGCGGGAGCUGGGLCUUcCuUcCcaGCGCU-
GAAUCCCUUCCUGGAGCUGGUGGAUCCUUGACGCGCACGCCUCUUAUGUCACAGCU-
CAUUGAAAAACCUGUCGCGCCUUCUGUAAUGCCAGCGGCUGCAGCAGGAUCUAGUGC-
CACUGGAGGAGCGGCACCAGUAGGUGCAGGUGCUAUGGGACAGGGAGCACAGUCUG-
GUGGGUCUACUCGACCUGGAUUGGUCGCUCCAGCUCCACUUGCACAGGAACGAGAA-
GAAGAUGAUGAAGAUGAUUGGGACGAAGAAGAUGAUUGGGGUGGUGGGGGGUC-
CAUAGUUGGUAUUGUUGCUGGCCUGGCUGUCUUGGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCCUCCUCCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUAAUAGGCUGGAGCCAGCAGAGAACCCGCCACCAUGGACGCAAUGAAGAGAG-
GGUUGUGUUGUGUAUUGCUCCUCUGUGGGGCGGUAUUUGUCAGUCCUAUGGCUCG-
GGGGUUGCAGGGAGUAAUGUUGCGAUCAUUUGGGGCUCGAGAUCAUACAGCAACUGU-
CAUCGAGACCAUCAGCAUAGCUCCUCAUUUUGUUCGCGUACGGAUGGUCUCAC-
CUACGCUUUUCCAGGAUGCGGAAGCGGAACCUGCGGCAUGGUUGCGAUUUUGGUUUC-
CUGAUCCGAACGGCUCAAAUACGGAAUUUCAGCGGGCUUAUACAAUAAGUGAAGCG-
GAUCCAGCAGCUGGGCGCUUUGCUGUCGAUGUCGUUCUUCAUGAUCCUGCUG-
GGCCAGCAUCAUCAUGGGCUCGCACUGUAAAACCAGGUGCUACAAUUGCAGUCAUGAGC-
CUGAUGGGCAGCAGCAGGUUCGACGUGCCCGAGGAGCAGCCLCGLLCGGLUACCUGCU-
GAUCGGCGACAGCGCCAGCAUCCCCGGCAUGAACGGCAUCAUCGAGACCGUGCCCAAC-
GACGUGCCCAUCGAGAUGUACCUGGAGCAGCACGACGACAACGACACcCCUGAuUcccece-
CUGGCCAAGCACCCCAGACUGAGGGUGAGGUGGGUGAUGAGGAGGGACGAGAAGAGC-
CUGGCCGAGGCCAUCGAGAACAGAGACUGGAGCGACUGGUACGCCUGGGCCcAccecee-
GAGGCCGCCGCCCUGAAGUGCGUGAGAGUGCGGCUGAGGGACGAGUUCGGCcUUcCce-
CAAGUCUGAAAUACAUGCUCAGGCAUAUUGGAAUGCUGGUCGAGCUAUGGGGA-
CACAUCGGGCAACUGAACCAGCUGCUACUGAACCAGAAGUCGGUGCAGCUCCACAGCCA-
GAAUCCGCAGUUCCAGCACCAGCUCGAGGGUCAUGGCGGGCACAGGCUGCAUCceGCU-
UGCUUGCACCUUUGAAACUUCCACUCGUUCUCAGUGGUGUUCUCGCUGCUCUCGUAA-
CACUUGCACAGCUCGCACCUUUUGUUCUCCUUGUAGAACUCUCUCGGCUUUUG-
GUAAGUGGGGCAGGUGCUCAUCGCUUGUUUACUGUCGGGUUUGCUGCAGUUGGUCUC-
CUUGGAACAGGAGCUCUCCUCGCAGCAGCAUUGACACUCUGGCUUCAUGUAAUU-
GAUGCUCGCUUUGCUCGAGCUCUCCGGCUUAGGCUGCUGAGCAAGCUGAGCCG-
GCUGCCCCUGGGCUGGUUCACCAGCAGGGGCAGCGGCAGCAUAAAAAAGUUGGUUACA-
GAUGAUACACUCGCACUUCAUUAUCUCGUCACUCAUGCAGUCCCAGAUGCCGUCGCAGC-
CGUGGUCGCUCCAGUAGGAGUUCUCGUUUAUCUCUUUGUCGUAGAUUGGCGAGUCG-
CACUGGUACUCUUUGGACCAGUUCUGGUCUAUCUUACCAUCACCAGCAGCCUGAC-
CAUCCAGAGUGGCCCCAGGAUCGUGCAGGCCCAGCGGUGGGCCGAGAAGAUGAACGGC-
GAGGCCGGCAGUUACCUGGAGGGCCAGCCCGUGAUCAGAGUGUUCGGCGC-
CGCCAGCAGUAGCUUCAGGAGGAGGCUGGACGAGUACAUCGGLCUUucCUGGUUGCCUG-
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GCAGCGGCCCCUGGCCGGGAAGAAGACUCUGAUGGAUUUGGCCACACGGCCCGCAACU-
UUUCUUUGGCUGAUUGCCGCCACGGGUACACUCCUUGUUGCCACACAUAGAAUGGAC-
CCCGUGAACCUGCUGCCCUUCAUGUUUCUGGGGACUACAUUCGGUGCCCGLCCUGCUG-
GGUAUUGCCUAUGGGUUGGGGGGUCUGCGGACAGGGCUGCUUGCCGCCCGGCACU-
UGCAGGUCACUCUGGAUGAGACAGAGCUUGCCGUCCGAGAGCACCCCCGCGAGCCAU-
UGGAUGGGGAAGCCCCCGCCACAGUCGUAUUCGAUCACGUCACCUUCGGGUAUCGAC-
CCGGGGUCCCAGUGAUCCAGGACGUGAGCCUGACCUUGCGCCCAGGGACCGUGACUG-
CACUGGUGGGGCCCUCUGGGUCUGGAAAGUCCACCUUGGCCACCcCcUcCccuGGLCCCcGCuU-
UCCACGAUGUGGAGCGAGGGGCCAUUCGCGUGGGGGGGCAGGACAUACGCAGU-
CUCGCCGCCGACGAGCUGUAUACCAGAGUGGGGUUCGUGCUCCAGGAGGCCCAGCU-
UGUGCACGGAACCGCCGCCGAGAAUAUUGCCCUGGCCGUGCCAGACGLCCCCAGCCE-
GAGCAGGUGCAAGUGGCAGCCCGGGAGGCACAGAUUCACGACAGGGUGCUGAGACUC-
CCCGACGGCUAUGACACAGUGUUGGGGGCCAAUUCUGGGLCUGUCCGGGGGE-
GAGCGCCAGCGCCUUACCAUUGCCCGGGCCAUUCUCGGCGACACCCCCGUGCUUAUU-
CUUGACGAGGCCACCGCCUUCGCCGACCCCGAGUCCGAGUACCUGGUGCAGCAGGC-
CCUGAACAGACUGACCAGGGACAGGACCGUGCUGGUGAUCGCCCACAGGCUGCACAC-
CAUCACCAGGGCCGACCAGAUCGUGGUGCUGGACCACGGCAGAAUAGUUGAGCGCG-
GCACCCACGAGGAGCUGCUGGCUGCCGGAGGCCGCUACUGUAGACUUUGGGACACCG-
GCCAGGGCUCCCGCGUGGCCGUGGCAGCCGCCCAGGAUGGCACCAGAGGLCGGCAU-
UGUGGGCAUUGUGGCCGGCCUGGCUGUCUUGGCAGUUGUGGUCAUCGGAGCUGUG-
GUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAGGGAGCUACU-
CUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUGAU-
GAGCUGGAGCCAGUAGAGAACCCGCCACCAUGGACGCAAUGAAGCGGGGC-
CUGUGCUGCGUCCUGCUGCUGUGUGGCGCCGUGUUCGUGUCCCCCAUGUCCUAUAU-
GAUUGCAACACCAGCCGCCCUGACCGCCGCCGCCACCGACAUUGACGGAAUUGGCUC-
CGCCGUGUCUGUGGCCAAUGCCGCCGCCGUGGCAGCAACAACCGGAGUGLCUGGLCEGC-
CGGAGGCGACGAGGUGCUGGCAGCCAUUGCCCGGCUGUUUAACGCCAACGCCGAG-
GAGUACCACGCCCUGAGUGCCCAGGUGGCCGCCUUCCAGACCCUGUUCGUGAGAAC-
CCUGACCGGCGGCUGCGGUGUGUUCAGACGGCGAAGAGGCAGGCAGUGCGUGACCGC-
CGCCGAGCACAGAGCCGCCGGCGCCGGCAGAAGACAGCGGAGAAGAAGAUCCGGC-
GACGGCCAGUGGAGACUGAGACAGCAGAGACACUUCGGCUGCGGCGGCCAGCCCGAGU-
UCAGACAGCACUCCGAGCACCGGAGAGGCGGCGGCGGCAGCAUCGUGGGCAUUGU-
UGCUGGCCUGGCUGUCCUUGCAGUUGUGGUCAUCGGAGCUGUGGUCGCUACUGUGAU-
GUGUAGGAGGAAGUCCUCAGGUGGAAAAGGAGGGAGCUACUCUCAGGCUGCGUCCAGC-
GACAGUGCCCAGGGCUCUGAUGUGUCUCUCACAGCUUGAUAAGCUG-
GAGCCAGUAUCGUGGGCAUUGUUGCUGGCCUGGCUGUCCUAGCAGUUGUGGUCAUCG-
GAGCUGUGGUCGCUACUGUGAUGUGUAGGAGGAAGAGCUCAGGUGGAAAAGGAG-
GGAGCUACUCUCAGGCUGCGUCCAGCGACAGUGCCCAGGGCUCUGAUGUGUCUCU-
CACAGCUUGAUGAGCUGGAGCCUCGGUGGCCUAGCUUCUUGCCcccuuGGGLccucece-
CCAGCCCCUCCUCCCCUUCCUGCACCCGUACCCCCGUGGUCUUUGAAUAAAGUCU-
GAGUGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

DNA Sequence:
AGGAATAAACTAGTATTCTTCTGGTCCCCACAGACTCAGAGAGAACCCGCCACCA-
GAGAACCAGCAACAATGGATGCAATGAAAAGAGGCCTGTGCTGCGTGCTGCTGCTGTGCG-
GCGCCGTGTTTGTTTCCCCTATGCTTTGGCATGCGATGCCGCCTGAATTGAATACAGCGCG-
GCTCATGGCAGGCGCGGGGCCTGCGCCGATGCTTGCTGCTGCTGCTGGATGGCAAA-
CACTTTCAGCAGCGTTGGATGCACAAGCTGTTGAATTGACAGCACGCCTCAATAGTCTCG-
GTGAAGCGTGGACGGGAGGTGGGTCAGATAAAGCTCTCGCGGCTGCGACTCCGATG-
GTTGTTTGGTTGCAAACTGCTAGTACGCAAGCAAAAACGCGGGCAATGCAAGCGACGGCT-
CAAGCGGCGGCGTATACGCAAGCAATGGCAACTACTCCGTCTTTGCCTGAAATAGCG-
GCAAATCATATAACACAAGCTGTTCTCACTGCTACTAATTTCTTCGGCATCAACACCATCCC-
CATCGCCCTGACCGAGATGGACTACTTCATCAGAATGTGGAACCAGGCCGCCCTGGCCATG-
GAGGTGTACCAGGCCGAGACCGCCGTGAACACCCTGTTCGAGAAACTCGAACCGATG-
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GCGTCCATATTGGATCCAGGAGCGAGTCAATCTACTACTAATCCGATTTTTGGGATGC-
CTTCACCGGGATCATCCACGCCGGTCGGTCAACTCCCTCCTGCAGCGACTCAAACGTTG-
GGGCAGTTGGGGGAAATGAGTGGACCGATGCAACAATTGACTCAACCTCTCCAACAAGTAA-
CATCACTCTTTTCACAAGTAGGAGGGACAGGGGGAGGTAATCCTGCTGATGAAGAAGCTG-
CACAGATGGGTCTTCTCGGAACATCCCCTCTCAGTAATCATCCTCTTGCTGGAG-
GTTCAGGACCTTCCGCGGGAGCTGGGCTTCTCCGCGCTGAATCCCTTCCTGGAGCTG-
GTGGATCCTTGACGCGCACGCCTCTTATGTCACAGCTCATTGAAAAACCTGTCGCGC-
CTTCTGTAATGCCAGCGGCTGCAGCAGGATCTAGTGCCACTGGAGGAGCGGCACCAGTAG-
GTGCAGGTGCTATGGGACAGGGAGCACAGTCTGGTGGGTCTACTCGACCTGGATTG-
GTCGCTCCAGCTCCACTTGCACAGGAACGAGAAGAAGATGATGAAGATGATTGGGACGAA-
GAAGATGATTGGGGTGGTGGGGGGTCCATAGTTGGTATTGTTGCTGGCCTGGCTGTCTTG-
GCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCCTCCTCCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTAATAGGCTGGAGCCAGCAGAGAACCCGCCAC-
CATGGACGCAATGAAGAGAGGGTTGTGTTGTGTATTGCTCCTCTGTGGGGCGGTATTT-
GTCAGTCCTATGGCTCGGGGGTTGCAGGGAGTAATGTTGCGATCATTTGGGGCTCGAGAT-
CATACAGCAACTGTCATCGAGACCATCAGCATAGCTCCTCATTTTGTTCGCGTACGGATG-
GTCTCACCTACGCTTTTCCAGGATGCGGAAGCGGAACCTGCGGCATGGTTGCGATTTTGGT-
TTCCTGATCCGAACGGCTCAAATACGGAATTTCAGCGGGCTTATACAATAAGTGAAGCG-
GATCCAGCAGCTGGGCGCTTTGCTGTCGATGTCGTTCTTCATGATCCTGCTGGGCCAGCAT-
CATCATGGGCTCGCACTGTAAAACCAGGTGCTACAATTGCAGTCATGAGCCTGATG-
GGCAGCAGCAGGTTCGACGTGCCCGAGGAGCAGCCCGCCGGCTACCTGCTGATCGGC-
GACAGCGCCAGCATCCCCGGCATGAACGGCATCATCGAGACCGTGCCCAACGACGTGCCC-
CATCGAGATGTACCTGGAGCAGCACGACGACAACGACACCCTGATCCCCCTGGCCAAG-
CACCCCAGACTGAGGGTGAGGTGGGTGATGAGGAGGGACGAGAAGAGCCTGGCCGAG-
GCCATCGAGAACAGAGACTGGAGCGACTGGTACGCCTGGGCCACCCCCGAGGLLCG LG
CCTGAAGTGCGTGAGAGTGCGGCTGAGGGACGAGTTCGGCTTCCCCAAGTCTGAAATA-
CATGCTCAGGCATATTGGAATGCTGGTCGAGCTATGGGGACACATCGGGCAACT-
GAACCAGCTGCTACTGAACCAGAAGTCGGTGCAGCTCCACAGCCAGAATC-
CGCAGTTCCAGCACCAGCTCGAGGGTCATGGCGGGCACAGGCTGCATCCCGCTTGCTTG-
CACCTTTGAAACTTCCACTCGTTCTCAGTGGTGTTCTCGCTGCTCTCGTAACACTTG-
CACAGCTCGCACCTTTTGTTCTCCTTGTAGAACTCTCTCGGCTTTTGGTAAGTG-
GGGCAGGTGCTCATCGCTTGTTTACTGTCGGGTTTGCTGCAGTTGGTCTCCTTG-
GAACAGGAGCTCTCCTCGCAGCAGCATTGACACTCTGGCTTCATGTAATTGATGCTCGCTTT-
GCTCGAGCTCTCCGGCTTAGGCTGCTGAGCAAGCTGAGCCGGCTGCCCCTGGGLCTG-
GTTCACCAGCAGGGGCAGCGGCAGCATAAAAAAGTTGGTTACAGATGATACACTCG-
CACTTCATTATCTCGTCACTCATGCAGTCCCAGATGCCGTCGCAGCCGTG-
GTCGCTCCAGTAGGAGTTCTCGTTTATCTCTTTGTCGTAGATTGGCGAGTCGCACTG-
GTACTCTTTGGACCAGTTCTGGTCTATCTTACCATCACCAGCAGCCTGACCATCCAGAGTG-
GCCCCAGGATCGTGCAGGCCCAGCGGTGGGCCGAGAAGATGAACGGCGAGGLCCG-
GCAGTTACCTGGAGGGCCAGCCCGTGATCAGAGTGTTCGGCGCCGCCAGCAG-
TAGCTTCAGGAGGAGGCTGGACGAGTACATCGGCTTTCTGGTTGCCTGGCAGCGGC-
CCCTGGCCGGGAAGAAGACTCTGATGGATTTGGCCACACGGCCCGCAACTTTTCTTTG-
GCTGATTGCCGCCACGGGTACACTCCTTGTTGCCACACATAGAATGGACCCCGTGAACCT-
GCTGCCCTTCATGTTTCTGGGGACTACATTCGGTGCCCGCCTGCTGGGTATTGCCTATG-
GGTTGGGGGGTCTGCGGACAGGGCTGCTTGCCGCCCGGCACTTGCAGGTCACTCTGGAT-
GAGACAGAGCTTGCCGTCCGAGAGCACCCCCGCGAGCCATTGGATGGGGAAGCCCCCGC-
CACAGTCGTATTCGATCACGTCACCTTCGGGTATCGACCCGGGGTCCCAGT-
GATCCAGGACGTGAGCCTGACCTTGCGCCCAGGGACCGTGACTGCACTGGTGGGGC-
CCTCTGGGTCTGGAAAGTCCACCTTGGCCACCCTCCTGGCCCGCTTCCACGATGTGGAGC-
GAGGGGCCATTCGCGTGGGGGGGCAGGACATACGCAGTCTCGCCGCCGACGAGCTGTAT-
ACCAGAGTGGGGTTCGTGCTCCAGGAGGCCCAGCTTGTGCACGGAACCGLCCGCC-
GAGAATATTGCCCTGGCCGTGCCAGACGCCCCAGCCGAGCAGGTGCAAGTGGCAGCCCG-
GGAGGCACAGATTCACGACAGGGTGCTGAGACTCCCCGACGGCTATGACACAGTGTTG-
GGGGCCAATTCTGGGCTGTCCGGGGGCGAGCGCCAGCGCCTTACCATTGCCCGGGC-
CATTCTCGGCGACACCCCCGTGCTTATTCTTGACGAGGCCACCGCCTTCGCCGACCCC-
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GAGTCCGAGTACCTGGTGCAGCAGGCCCTGAACAGACTGACCAGGGACAGGACCGT-
GCTGGTGATCGCCCACAGGCTGCACACCATCACCAGGGCCGACCAGATCGTGGTGLCTG-
GACCACGGCAGAATAGTTGAGCGCGGCACCCACGAGGAGCTGCTGGCTGCCGGAGGC-
CGCTACTGTAGACTTTGGGACACCGGCCAGGGCTCCCGCGTGGCCGTGGCAGLCCGC-
CCAGGATGGCACCAGAGGCGGCATTGTGGGCATTGTGGCCGGCCTGGCTGTCTTG-
GCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCAGTAGAGAACCCGCCAC-
CATGGACGCAATGAAGCGGGGCCTGTGCTGCGTCCTGCTGCTGTGTGGCGCCGT-
GTTCGTGTCCCCCATGTCCTATATGATTGCAACACCAGCCGCCCTGACCGCCGCCGCCACC-
GACATTGACGGAATTGGCTCCGCCGTGTCTGTGGCCAATGCCGCCGCCGTGGCAGCAA-
CAACCGGAGTGCTGGCCGCCGGAGGCGACGAGGTGCTGGCAGCCATTGCCCGGLCTGT-
TTAACGCCAACGCCGAGGAGTACCACGCCCTGAGTGCCCAGGTGGCCGCCTTCCAGAC-
CCTGTTCGTGAGAACCCTGACCGGCGGCTGCGGTGTGTTCAGACGGCGAAGAG-
GCAGGCAGTGCGTGACCGCCGCCGAGCACAGAGCCGLCCGGLCGLCCGGCAGAAGACAGCG-
GAGAAGAAGATCCGGCGACGGCCAGTGGAGACTGAGACAGCAGAGACACTTCGGCTGCG-
GCGGCCAGCCCGAGTTCAGACAGCACTCCGAGCACCGGAGAGGLCGGLGGLCG-
GCAGCATCGTGGGCATTGTTGCTGGCCTGGCTGTCCTTGCAGTTGTGGTCATCGGAGCT-
GTGGTCGCTACTGTGATGTGTAGGAGGAAGTCCTCAGGTGGAAAAGGAGGGAGC-
TACTCTCAGGCTGCGTCCAGCGACAGTGCCCAGGGCTCTGATGTGTCTCT-
CACAGCTTGATAAGCTGGAGCCAGTATCGTGGGCATTGTTGCTGGCCTGGCTGTCC-
TAGCAGTTGTGGTCATCGGAGCTGTGGTCGCTACTGTGATGTGTAGGAGGAA-
GAGCTCAGGTGGAAAAGGAGGGAGCTACTCTCAGGCTGCGTCCAGCGACAGTGC-
CCAGGGCTCTGATGTGTCTCTCACAGCTTGATGAGCTGGAGCCTCGGTGGCC-
TAGCTTCTTGCCCCTTGGGCCTCCCCCCAGCCCCTCCTCCCCTTCCTGCACCCGTACCCC-
CGTGGTCTTTGAATAAAGTCTGAGTGGGCG-
GCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

Parameters

A Ratio:0.20710944808231993 AT Ratio:0.41253507951356405
T/U Ratio:0.20542563143124415 GC Ratio:0.587464920486436
G Ratio:0.3073900841908326 MFE:-2218.5

C Ratio:0.28007483629560337 Score:0.6426731628000976

5 MFE:-12.899999618530273 CAI:0.749586150164174
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