Figure S1. (A) Heatmap of differentially expressed circular RNAs according to GSE146689, GSE101586, and GSE112214 (Log2 FC >1, P < 0.05). Red indicates the upregulated circRNA in NSCLC. Blue indicates the downregulated circRNAs in NSCLC. (B) qRT-PCR shows that the level of circPTP4A2 in LV-circ1 transfected tumor is lower than that in LV-NC transfected tumor. (C) Proliferation- and apoptosis-related proteins expression in tumor was detected by western blot analysis. N=6. **P<0.01.
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