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Supplementary Information

Table S1. Dataset used for phylogenetic and phylodynamic analyses of the VP1 region of CVA24v.
	Acession number
	Collection date 
	Location
	Genotype
	Reference
	Dataset

	D90457/EH24_70
	1970
	Singapore 
	I
	Supanaranond et al., 1982 
	1,2

	EF015037
	1987
	Jamaica
	II
	Brown et al., 2009
	1,2

	EF015038
	1987
	Brazil
	II
	Brown et al., 2009
	1,2

	GU983190
	1987
	Brazil
	II
	Tavares et al., 2011
	1,2

	EF015039
	1993
	Dominican
	III
	Brown et al., 2009
	1,2

	EF015040
	1998
	UnitedStates
	III
	Brown et al., 2009
	1,2

	JN228097
	2004
	Korea
	IV
	Unpublished
	1,2

	KF725085
	2002
	Malaysia
	IV
	Zocher et al., 2014
	1,2

	AY876912
	2002
	China
	IV
	Unpublished
	1,2

	AB901481
	2002
	Taiwan
	IV
	Unpublished
	1,2

	AB901483
	2002
	Taiwan
	IV
	Unpublished
	1,2

	AB901482
	2002
	Taiwan
	IV
	Unpublished
	1,2

	AB901484
	2002
	Taiwan
	IV
	Unpublished
	1,2

	AB901485
	2002
	Taiwan
	IV
	Unpublished
	1,2

	AB901486
	2003
	Taiwan
	IV
	Unpublished
	1,2

	GU983170
	2003
	Brazil-PR
	IV
	Tavares et al., 2011
	1,2

	GU983179
	2003
	Brazil-CE
	IV
	Tavares et al., 2011
	1,2

	GU983182
	2003
	Brazil-CE
	IV
	Tavares et al., 2011
	1,2

	GU983183
	2003
	Brazil-CE
	IV
	Tavares et al., 2011
	1,2

	GU983189
	2003
	Brazil-PA
	IV
	Tavares et al., 2011
	1,2

	AY876913
	2002
	China
	IV
	Unpublished
	1,2

	GU983192
	2004
	Brazil-RJ
	IV
	Tavares et al., 2011
	1,2

	GU983197
	2004
	Brazil-RJ
	IV
	Tavares et al., 2012
	1,2

	GU983194
	2004
	Brazil-RJ
	IV
	Tavares et al., 2013
	1,2

	GU983193
	2004
	Brazil-RJ
	IV
	Tavares et al., 2014
	1,2

	GU983196
	2004
	Brazil-RJ
	IV
	Tavares et al., 2015
	1,2

	GU983202
	2005
	Brazil-ES
	IV
	Tavares et al., 2016
	1,2

	GU983199
	2005
	Brazil-ES
	IV
	Tavares et al., 2017
	1,2

	GU983200
	2005
	Brazil-ES
	IV
	Tavares et al., 2018
	1,2

	GU983186
	2003
	Brazil-RS
	IV
	Tavares et al., 2019
	1,2

	GU983187
	2003
	Brazil-RS
	IV
	Tavares et al., 2020
	1,2

	GU983184
	2003
	Brazil-CE
	IV
	Tavares et al., 2021
	1,2

	EU162074
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	EU162076
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	EU162072
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	EU162073
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	EU162070
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	EU162069
	2004
	Spain
	IV
	Cabrerizo et al, 2008
	1,2

	GQ329725
	2003
	China
	IV
	Unpublished
	1,2

	DQ443001
	2005
	Singapore
	IV
	Yeo et al., 2007
	1,2

	DQ443002
	2005
	Singapore
	IV
	Yeo et al., 2007
	1,2

	GU477584
	2007
	India
	IV
	 Unpublished
	1,2

	GU477582
	2007
	India
	IV
	 Unpublished
	1,2

	GU477583
	2007
	India
	IV
	 Unpublished
	1,2

	FJ868371
	2006
	Australia
	IV
	Zhou et al., 2010
	1,2

	AB901487
	2007
	Taiwan
	IV
	 Unpublished
	1,2

	AB901489
	2008
	Taiwan
	IV
	 Unpublished
	1,2

	AB901490
	2008
	Taiwan
	IV
	 Unpublished
	1,2

	AB901488
	2007
	Taiwan
	IV
	 Unpublished
	1,2

	GU477576
	2007
	India
	IV
	 Unpublished
	1,2

	GU477580
	2007
	India
	IV
	 Unpublished
	1,2

	GU477577
	2007
	India
	IV
	 Unpublished
	1,2

	GU477573
	2007
	India
	IV
	 Unpublished
	1,2

	GU477574
	2007
	India
	IV
	 Unpublished
	1,2

	GU983206
	2009
	Brazil-PE
	IV
	Tavares et al., 2011
	1,2

	GU983205
	2009
	Brazil-PE
	IV
	Tavares et al., 2011
	1,2

	GU983204
	2009
	Brazil-PE
	IV
	Tavares et al., 2011
	1,2

	MK989721
	2010
	Kenya
	IV
	Unpublished
	1,2

	EU596583
	2007
	China
	IV
	Unpublished
	1,2

	JF742578
	2007
	China
	IV
	Unpublished
	1,2

	JF742579
	2007
	China
	IV
	Unpublished
	1,2

	GQ429279
	2007
	China
	IV
	Unpublished
	1,2

	EU596584
	2007
	China
	IV
	Yeo et al., 2010
	1,2

	EU596586
	2007
	China
	IV
	Yeo et al., 2010
	1,2

	EU596587
	2007
	China
	IV
	Yeo et al., 2010
	1,2

	EU596581
	2007
	China
	IV
	Yan et al., 2010
	1,2

	GQ429280
	2008
	China
	IV
	Unpublished
	1,2

	GQ429287
	2008
	China
	IV
	Unpublished
	1,2

	JX417879
	2008
	Gabon
	IV
	Sadeuh-Mba et al., 2013
	1,2

	MF189567
	2017
	Uganda
	IV
	Unpublished
	1,2

	MG880745
	2017
	Mexico
	IV
	Unpublished
	1,2

	MG880748
	2017
	Mexico
	IV
	Unpublished
	1,2

	MG880751
	2017
	Mexico
	IV
	Unpublished
	1,2

	MG880747
	2017
	Mexico
	IV
	Unpublished
	1,2

	MG880749
	2017
	Mexico
	IV
	Unpublished
	1,2

	MF419263
	2017
	French Guiana
	IV
	Enfissi et al., 2017
	1,2

	MG557561
	2017
	French Guiana
	IV
	Enfissi et al., 2017
	1,2

	MH778634
	2017
	Brazil-PA
	IV
	Sousa et al., 2019
	1,2

	MG557562
	2017
	French Guiana
	IV
	Unpublished
	1,2

	MH778635
	2017
	Brazil-PA
	IV
	Sousa et al., 2019
	1,2

	MH778636
	2018
	Brazil-RJ
	IV
	Sousa et al., 2019
	1,2

	MG557563
	2017
	French Guiana
	IV
	Enfissi et al., 2017
	1,2

	MH778637
	2018
	Brazil-RJ
	IV
	Sousa et al., 2019
	1,2

	MH778639
	2018
	Brazil-RJ
	IV
	Sousa et al., 2020
	1,2

	MH778633
	2018
	Brazil-GO
	IV
	Sousa et al., 2021
	1,2

	MH778632
	2018
	Brazil-GO
	IV
	Sousa et al., 2022
	1,2

	MH778631
	2018
	Brazil-GO
	IV
	Sousa et al., 2023
	1,2

	MH778644
	2018
	Brazil-RJ
	IV
	Sousa et al., 2024
	1,2

	MH778645
	2018
	Brazil-RJ
	IV
	Sousa et al., 2025
	1,2

	MH778638
	2018
	Brazil-RJ
	IV
	Sousa et al., 2026
	1,2

	MH778641
	2018
	Brazil-RJ
	IV
	Sousa et al., 2027
	1,2

	MH778643
	2018
	Brazil-RJ
	IV
	Sousa et al., 2028
	1,2

	MH778630
	2018
	Brazil-GO
	IV
	Sousa et al., 2029
	1,2

	MH778640
	2018
	Brazil-RJ
	IV
	Sousa et al., 2030
	1,2

	MH778642
	2018
	Brazil-RJ
	IV
	Sousa et al., 2031
	1,2

	160083
	2020
	Brazil-PA
	IV
	Unpublished
	1,2

	AB901479
	2000
	Taiwan
	V
	Unpublished
	1,2

	AB901480
	2001
	Taiwan
	V
	Unpublished
	1,2

	AB901476
	1986
	Taiwan
	VI
	Unpublished
	1,2

	AB901473
	1985
	Taiwan
	VI
	Unpublished
	1,2

	AB901474
	1985
	Taiwan
	VI
	Unpublished
	1,2

	AB901475
	1986
	Taiwan
	VI
	Unpublished
	1,2

	AB901478
	1986
	Taiwan
	VI
	Unpublished
	1,2

	AB901477
	1986
	Taiwan
	VI
	Unpublished
	1,2

	MZ171084
	1994
	China
	VII
	Li et al., 2022
	1,2

	OM386811
	1995
	China
	VII
	Chen et al., 2022
	2

	OM386809
	1994
	China
	VII
	Chen et al., 2022
	2

	OM386810
	1994
	China
	VII
	Chen et al., 2022
	2

	MZ171082
	1994
	China
	VII
	Li et al., 2022
	2

	MZ171086
	1994
	China
	VII
	Li et al., 2022
	2

	OM386812
	1997
	China
	VII
	Chen et al., 2022
	2

	MZ171079
	1988
	China
	VIII
	Li et al., 2022
	1,2

	OM386801
	1988
	China
	VIII
	Chen et al., 2022
	2

	MZ171074
	1988
	China
	VIII
	Li et al., 2022
	1,2

	MZ171080
	1988
	China
	VIII
	Li et al., 2022
	2
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Supplementary Figure S1. Phylogenetic analysis of CVA24v based on 115 complete VP1 gene sequences using the Maximum Likelihood (ML) method. Branches of the tree are marked with circles representing support values, indicating the reliability of the genotype clusters shown. Genotypes I to VIII are represented by distinct colors. Sequences with circles highlighted in bold were not included in the Bayesian analysis.
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